CcTOpiHKa 1

PO34IN 1:
PO34IN 2:
PO34IN 3:
PO34IN 4:
PO34IN 5:
PO34IN 6:
PO34IN 7:
PO34IN1 8:
PO34IN 9:

[OJATOK |

CTAHOAPTU3OBAHA JIEKCUKA

Pepakuisa 1.4

Pedakuis, cxeaneHa Komimemom 3i cmaHdapmise BOIB (KCB)
Ha io2o socbmili cecii 4 epydHa 2020 poky

3MICT
MEPENMIK HYRNTEOTULIB ...ttt 2
MNEPENIK MOOUDIKOBAHUX HYRNTEOTULIB .....ocoviiiiiiiiiiiiiieeeitecnitece e 3
MEPETIK AMIHORUCTIOT ..ottt ittt iraes e 5
NEPENIK MOOUDIKOBAHUX AMIHOKUCTIOT ...ovviiiiiiiiiiiiiiieeeiicc et 7
K041 ®YHKUIM ANA HYKNEOTUAHUX NOC/IAOBHOCTEM ..., 9
KBAJTI®IKATOPU ANA HYKNEOTUAHUX NOC/AOBHOCTEN ..., 27
K/HOY1 ®YHKUIM ANA AMIHOKUCNOTHUX MOC/IAOBHOCTEM ..., 54
KBAJTI®IKATOPU ANA AMIHOKUC/TOTHUX NOCNIAOBHOCTEMN ..., 63
TABJTUUI TEHETUMHUX KOLIB ..cccoiiiiiiiiiiiieiiiiiiitietcc ittt 65

rpyaeHs 2020



CTOpiHKa 2

PO34IN 1: MEPENIK HYK/TEOTUAIB

Koan pana HyKNeoTMAHUX OCHOB, AKi CAig BMKOPMUCTOBYBATM B Nepenikax MocaigoBHOCTEN,
npeacrtasneri y Tabauui 1. Cumeon "t" taymaumtbca Ak TumiH y OHK i sk ypaumn y PHK, akwo
BMKOPUCTOBYETbCA 6€3 A0AaTKOBOro onumcy. AKLLO AOLiIbHO BUKOPUCTAaTU HEOAHO3HAYHMUIA CUMBON
(wo npepcraBnae cobowo aABi abo binblie OCHOB Yy BapiaHTi), chig cKopucTatucAa HanbinbLu
obmerKyBanbHUM cMMBONOM. HanpuKknag, AKWO OCHOBa y NEBHOMY NONOXEHHI MoxKe b6yTn "a abo

g", cnig, BMKOpMUcTOBYBaTH

r', a He "n

AKLL,O BUKOPUCTOBYETbCA 6€3 4,0AaTKOBOrO OMMCY.

Tabnunya 1: MNepenik HykneoTnais

CumBon

Hykneotupg,

a

ageHiH (adenine)

uMTO3MH (cytosine)

ryaHiH (guanine)

TUMiH (thymine) 8 AHK/ypaumn 8 PHK (t/u)

o

g
t

m

aaboc

aabog

g

aabot/u

(%]

cabog

c abo t/u

g abot/u

aaboc, abo g; He t/u

aaboc,abot/u;He g

aabo g, abot/u; Hec

cabo g, abo t/u; He a

S ||| Ti< | x|I<

a aboc, abo g, abo t/u; HeBiaomuit abo iHLWINIA

. CumBon "n" taymauntbea Ak "a abo c, abo g, abo t/u",
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CTOpiHKa 3

PO3411 2: MEPENIK MOOUNDIKOBAHUX HYKNEOTUAIB

CKopoueHHs, HaBeaeHi y Tabanui 2, € BUKAIOYHUMM AONYCTUMUMM 3HAYEHHAMM AN1A KBanidikaTopa
"mod_base". fKwo neBHW moandiKOBaHUI HYKNeOoTUA BiACYTHiIM y Tabauui HUXKYe, Woro
3HaYeHHAM nosuHHe 6yt "OTHER". AKWwo 3HauyeHHAM € "OTHER", B KBanidikaTopi "note" noBMHHA
HaBOAMTUCA MOBHA HecKopoyeHa Has3Ba MoamdikoBaHOi OCHOBM. CKOpPOYEHHA, HaBedeHi y
Tabnnui 2, He NOBUHHI 3a3Ha4YaTUCA 6e3nocepeaHbO Y NOCNIAOBHOCTI.

Tabnunuya 2: Nepenik moandikoBaHMX HYKNEOTUAIB

CKOpO4YeHHs MopgudikoBaHUi HyKNeoTup,
acdc d-auetTMnumMTuanH
chmb5u 5-(kapbokcurigpokcumeTnn)ypngmH
cm 2'-0O-MeTUAUUTUANH
cmnm5s2u 5-kapboKkcumeTnnamiHomeTun-2-TioypnamH
cmnmb5u 5-kapbokcumeTnnamiHoMeTUNYPUAUH
dhu aurigpoypuanH
fm 2'-O-meTnnncesaoypUANH
galq 6eTa,D-ranakTo3nnKBeyo3mH
gm 2'-0O-MmeTnAryaHo3uH
i iHO3WH
i6a N6-i3oneHTeHMNAAEHO3MH
mla 1-meTnnageHosnH
m1f 1-meTnancesaoypuanH
mlg 1-meTnnryaHosmnH
m1i 1-meTnniHO3MH
m22g 2,2-ANMETUNTYAHO3UNH
m2a 2-MeTUNaaeHO3MH
m2g 2-MeTUATYaHO3UH
m3c 3-meTuAuUnUTNAnNH
méc N4-MmeTUAUNUCTO3UH
mb5c¢ 5-meTnaunTuaAnH
mb6a N6-meTnnaaeHo3mnH
m7g 7-MeTUATYaHO3UH
mamb5u 5-meTnnamiHomeTnypnanH
mamb5s2u 5-meTnnamiHomeTun-2-tTioypmanH
man q 6eTa-D-maHO3MNKBEYO3UH
mcm5s2u 5-meToKcMKapboHinmeTun-2-TioypuanH
mcm5u 5-MeToKCcMKapboHinmeTunypuanH
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CKOpoOYeHHs MopgudikoBaHM HyKNeoTUp,
mo5u 5-meTokcmypunanH
ms2i6a 2-meTnnTio-N6-i3oneHTeHNNAAEHO3MH
ms2t6a N-((9-6eTa-D-pubodypaHo3nn-2-meTUnTionypuH-6-in)kapbamoin)TpeoHiH
mt6a N-((9-6eTa-D-pnbodypaHo3nnnypuH-6-in)N-metmnkapbamoin)TpeoHin
mv YPUANH-5-0KCMOLTOBA KMCNoTa-meTunedip
o5u YPUANH-5-0KCMoLUTOBA KMcaoTa (V)
osyw BMOYTOKCO3MH
p ncesgoypuanH
q KBEYO3WH
s2c 2-TiounTManH
s2t 5-meTnn-2-tioypmamH
s2u 2-TioypmauH
s4u 4-TioypnanH
m5u 5- meTnnypugmH
t6a N-((9-6eTa-D-pnbodypaHo3nanypuH-6-in)-kapbamoin)TpeoHiH
tm 2'-0-meTun-5-metnnymnpuanH
um 2'-0O-meTnnypuamnH
yWw BUOYTO3UH
X 3-(3-amiHo-3-Kapbokcu-nponin)ypoauH, (acp3)u
OTHER (BMMmarae 3a3HauyeHHs KBanidikaTtopa "note").
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PO34171 3: MEPENIK AMIHORUC/TIOT

Koan amiHOKMCIOT AN BUKOPUCTAHHA Y NOCNIA0BHOCTAX HaBedeHo Y Tabauui 3. AKWOo moxke byTu
BMKOPWUCTAHUI [OBO3HAYHUIM CMMBOA (ANA npeacTtaBNeHHsA ABOX abo binbwe amiHOKMCIOT y

BapiaHTi), Cnig BMKOPWUCTOBYBATU Halbinblwl 06OMEXyBaNbHUIN CUMBON.

Hanpuknag, AKWo

aMiHOKMCNOTA Y NEBHOMY NOJIOXKEHHI MOXKe ByTK AK acnapariHOBOK KMCAOTO, TaK i acnapariHoMm,
cnig Bukopucrtosysatn cumson "B", a He "X". CumBon "X" Taymauntbes ak A", "R", "N", "D", "C",
"Q", "E”, IIGII' |IH|I' lIIlI' IlLII’ llKlI’ llMll' IlFll' IIPII' "O"' IISII, |IU|I' lITll’ |IWII’ llYII’ a6o IIVII’ KO}'IVI BiH
BMKOPUCTOBYETbCA He3 A0AaTKOBOrO ONucy.

Tabnunuya 3: Nepenik amiHoOKMcNoOT

Cumson AMmiHOKMUCnOTA

A aNaHiH

R apriHiH

N acnapariu

D acnapariHoBa KMcioTa
(acnaprar)

C LUCTeiH

Q rAyTamiH

E ryTamiHOBa Kucnota (rnytamar)

G riymH

H rictrnanH

I isonenuunH

L nenuunH

K Ni3unH

M METIOHIH

F deHinanaHiH

P nponiH

@) nipponisnH

S CepuH

U ceneHoumcTeiH

T TPEOHiH

w TpuntodaH

Y TUPO3UH

Vv BaniH

B acnapariHoBa Kucnota abo
acnapariH

7 rnyTamin abo rnytamiHoBa
Kucnora
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Cumson AMiHOKucnora
J NenumH abo isonenuymH

A abo R abo N abo D abo C abo

Q abo E abo G abo H abo labo L

X abo K abo M abo F abo P abo O

abo S abo U abo T abo W abo Y
abo V; "Hesigoma" abo "iHwWwa"
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PO34IN1 4: NEPENIK MOANPIKOBAHUX AMIHOKMUCIOT

Y Tabnuuj 4 HaBeAeHO BMKOUYHI AOMNYCTUMI CKOPOYEHHSs ans moandikoBaHoi abo HecTaHAapPTHOI
amiHOKucnotn B obos'askoBomy Keanidikatopi "NOTE" pna knoudis ¢yHkKuin "MOD_RES" abo
"SITE". 3HaueHHAM ana kBanidikatopa "NOTE" noBMHHE BYTKU, 3@ MOXK/IMBOCTI, CKOPOYEHHA 3 L€l
Tabnunui abo noBHa, HECKOpOYEeHa Ha3Ba MoaMbiKoBaHOI aMiHOKMCNOTU. CKopoueHHs (abo NOBHi
Ha3BW), HaBedeHi y Uilh Tabanui, He NOBMHHI 3a3HaYaTUCA Be3nocepeaHbo Y NOCNiA0BHOCTI.

Tabnunuya 4: Nepenik moandikoBaHUX aMiHOKMCAOT

CKkopoueHHAa | MopgudikoBaHa abo HecTaHAapTHA aMiHOKUCAOTA
Aad 2-amiHoaAMNiHOBA KNC/0Ta
bAad 3-amiHoaauniHoBa KMCAOTa
bAla 6eTa-anaHiH, 6eTa-amiHonponioHoBa KMC/IoTa
Abu 2-amiHOMacAAHA KMCNOoTa
4Abu 4-amiHOMacAHa KNCNOTA, NinepnanHoBa KMCNoTa
Acp 6-amMiHOKanpoHOBa KMC0Ta
Ahe 2-amiHorenTaHoBa KUcoTa
Aib 2-amiHoi3omMacsAHa KNCNoTa
bAib 3-amiHoi3omacnsHa KucaoTa
Apm 2-amiHonimeniHoBa KMCNOTA
Dbu 2,4-AnamiHomacnfaHa KUcnoTa
Des AeCMO3UH
Dpm 2,2'-pMamiHonimeniHoBa KMcnoTa
Dpr 2,3-AnamiHONpPONioOHOBA KMCNOTA
EtGly N-eTuarniymH
EtAsn N-eTunacnapariu
Hyl rigpPOKCUNMI3NH
aHyl anNo-riapoOKCUNI3NH
3Hyp 3-rigpoKcunponin
4Hyp 4-rigpoKCcHUNpPOoNiH
Ide i304eCcMO3UH
alle anno-isonenuymH
MeGly N-meTUArniunH, CapKo3mnH
Melle N-meTunisonenumH
Melys 6-N-meTnnnismH
MeVal N-meTunsaniH
Nva HOpBasiH
Nle HOp/iIeMUUH
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CKOopoYeHHA

MopagudikoBaHa abo HecTaHAApPTHA aMiHOKMC/IOTa

Orn

OPHITUH
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PO34I/ 5: K/IHOYI dYHKLUIM 418 HYKNEOTUAHUX NOCNILOBHOCTEN

Lien po3ain mictuTb nepenik AonycTMMmxX Katodis GyHKUiIN Ana HYKNeOoTUAHUX NOCAiAOBHOCTEN, A
TakoXX 060B'A3KOBI Ta HeoboB'A3KOBI KBanipikaTopu. Knwoui GyHKUiM HasepeHi B abeTkoBomy
nopaaky. Knwoui GyHKLiM MOXyTb BUKOpUcTOBYBaTUCL AK ana AHK, Tak i ana PHK, akwo B8 rpadi
"Tun monekynn" He 3a3HayeHo iHwWe. [eaki Kaodi GyHKLIN MOXYTb NiAXOAUTU ANA BUKOPUCTAHHA

i3 WTYYHUMM NOCNIAOBHOCTAMM Ha AoAady A0 Katoya GyHKLIT "Bug opraHiamy".

Kntoui dyHKUiN B eksemnnapi XML nepeniky nocnigoBHoOCTE NOBUHHI HAa3MBATUCA TaK Camo fAK i B
onuci HUXk4Ye nig 3aronoskom "Knwou yHKUiT", oKkpim Katodis ¢yHKuin "3'UTR" i "5'UTR". Ous.

"Mpumitkn" B onuci Ao kntodis pyHKuin "3'UTR" i "5'UTR".

Kntod ¢pyHkuil

Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikatopu

Bun opranHismy

C_region

KOHCTaHTHa obnacTb Nerkux i Baxkux naHuwrie imyHornobyniny,
anbda-, 6eTa- i rama-naHuwriB T-kAiTWUHHOro peuenTopa; BKAWYAE

oanH abo 6inblie ek30HiB 3anexHo BiAa naHuwra

allele

gene
gene_synonym
map

note

product
pseudo
pseudogene
standard_name

eykapiotu

Kmoy ¢yHKuil

Bu3Ha4eHHA

HeoboB 's3koBi
KkBanipikaTtopu

CcDS

Koaywda nocnipoBHicTb; nocnifoBHicTb HykneoTuais, wo

Bignosigae nmocnipoBHocTi amiHokucnoT y 6inky (nokanisauis

BKJ/INYAE TepMiHanbHUi KOAOH); OyHKUis MoxXe BKIKNYATH
KOHUenTyanbHy TpaHchaAuikw amiHokucnoTu

allele
codon_start
EC_number
exception
function
gene
gene_synonym
map

note

number
operon
product
protein_id
pseudo
pseudogene
ribosomal_slippage
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MpumiTkm

standard_name
translation
transl_except
transl_table
trans_splicing

KBanidikaTtop "codon_start" mae pgiiicHe 3HayeHHa "1", "2" abo
"3", WO BKAa3y€ Ha 3MiweHHA, fAe pO3TaWOBaHMA MNepwuii NOBHUM
KOAOH Koayw4ol ¢yHKuii BigHOCHO nepwoi ocHOBM uUi€l ¢QyHKUiT;
kBanidpikartop "transl_table" Bu3HaA4Ya€E BUKOpPUCTOBYBaHY Tabauuiw
reHeTUYHOro Koay, AKWO BOHA Biapi3HAeTbcA Bip cTaHgapTHol abo
yHiBepcanbHOI Tabnuui reHeTUYHOro KoAy; BUHATKWM FEHETUYHOro
KoAy Mo3a MexaMu BU3HayveHol Tabnuui HaBogATbCA B
kBanidikaTtopi "transl_except"; nuwe oauH 3 kBanidikaTopis
"translation"”, "pseudogene" abo "pseudo" ponycTumuit ans
BUMKOPUCTAHHA 3 KJdeM ¢yHKuii "CDS"; KONM BUKOPUCTOBYETbLCA
kBanidikatop "translation", kBanidikaTop "protein_id" €
060B'A3KOBUM, AKWO MNpoAyKT TpaHcaAuil micTtutb 4YoTupu i 6inbwe
cneundpiyHo BM3HAYeHi amiHokucnoTum

5.3. Knwoy ¢yHKuil centromere
Bu3HayeHHA BionoriyHo pocnipxyBaHa o6bnacTb, ifeHTUdikoBaHa SAK LeHTpomepa
i pocnipxeHa ekcnepuMeHTaNbHUM WAAXOM
HeoboB ' a3KoBi note
KBanidikatopu standard_name
MpumiTkun OyHKuia "centromere"” onucye iHTepBan OHK, wo BignoBipae
obnacTti, pe yTpumywTbcA XpomaTuam i ¢opmyeTbcs KiHeToxop
5.4. Kntoy pyHkuil D-1loop
BuW3Ha4eHHA MeTna 3miweHHA; obnacTb B Mexax MiToxoHapianbHol AHK, Ha Akin
KOpOTKMI npomixok PHK napyeTbcA 3 ogHuM naHuwrom JOHK,
BUTLiCHAWYM OpuriHanbHui napHuin naduywr AHK 3 uyiel obnacTi;
TaKoOX BUKOPUCTOBYETbLCA A8 Onucy 3amiweHHA y peakuii obnacTti
ofHOro naHuwra gsocnipanbHol AHK iHWWMM naHuUwrom, NpUCKOPEHOro
RecA-npoTelHom
HeoboB 'a3koBi allele
KBanidikatopu gene
gene_synonym
map
note
Tun monekynu OHK
5.5. Knwy ¢yHKuil D_segment

Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikatopu

D-ainAaHka BaxkKoro naHuwra imyHornobyniHy i 6eTta-naHuwra T-
KNiTWHHOro peuenTtopa

allele
gene
gene_synonym
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Bua opranismy

map
note

product
pseudo
pseudogene
standard_name

eykapioTu

Knwoy ¢pyHKuil

Bu3Ha4eHHA

HeoboB 's3koBi
KBanipikaTopu

exon

O6nacTb reHoma, B AKiM 3akogoBaHa YacTuHa crnaiicoBaHol MPHK,
pPHK abo TPHK; mMoxe mMicTuTwm HeTpaHCnboBaHi AinAHkM Ha 5'-
kiHui (5'UTR), yci CDS i HeTpaHcnboBaHi AinsHku Ha 3'-kiHui

(3'UTR)

allele
EC_number
function

gene
gene_synonym
map

note

number
product
pseudo
pseudogene
standard_name
trans_splicing

Kmoy ¢yHKuil

Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikatopu

MpumiTkun

gene

O6bnacTtb 6ionoriyHoi BaxnuMBOCTi, WO BU3HAYAETHLCA AK reH i akii

6yna NpuUCBOEHA Ha3Ba

allele
function

gene
gene_synonym
map

note

operon
product
pseudo
pseudogene
phenotype
standard_name
trans_splicing

OyHkuia "gene" onucye iHTepBan AHK, wo BignoBipa€e reHeTu4Hin
o3Haui abo reHeTuyHomy deHoTMny; OyHkuiAa no cyTi He 3B'A3aHa
31 CBOIM MONIOXEHHAM Ha KiHuAx; 11 meTa - nNpeAcTaBAATH

o6bnacTb, e poO3TalWoBaHWii TeH.

5.8.

Kmoy ¢yHKuil

iDNA
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Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikaTtopu

Tun monekynu

MpumiTkm

MpomixHa AHK; [OHK, wo 3HMWYeTbCs y npoueci 6yab-AKoi

pekombiHauii

allele
function

gene
gene_synonym
map

note

number
standard_name

OHK

Hanpuknag, y comaTuyHih obpobui imyHornobyniHoBux reHis.

5.9.

Kntod pyHkuil

Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikatopu

intron

Jinanka OHK, wo TpaHCKpUBYETbCA, ane BUAANAETbLCH 3

TpaHCKpUNTa WAAXOM CNAANCUHIY nocnipoBHocTei (ek30HiB) 3 ycix

ii cTopiH

allele
function

gene
gene_synonym
map

note

number

pseudo
pseudogene
standard_name
trans_splicing

5.10.

Kntoy ¢pyHkuil

Bu3Ha4eHHA

HeoboB 'a3koBi
KBanidikatopu

Bun opraHismy

J_segment

3'eAHyBanbHa AinfAHKa nerkux i Baxkux naHuwrie imyHornobyniny,

anbda-, 6eTa- i rama-naHuwrie T-kNiTWMHHOro peuenTopa

allele

gene
gene_synonym
map

note

product
pseudo
pseudogene
standard_name

eykapioTu

5.11.

Knwoy ¢yHKuil

Bu3Ha4eHHA

mat_peptide

Koaytwda nocnipoBHicTb 3pinoro nentugy abo 6inka; kopywda
nocnipoBHicTb AnAa 3pinoro abo kiHuesoro nentugy abo 6inka, wo
€ NpPOAYKTOM MOCT-TpaHcnAuinHol mogudikauii; nokanisauia He
OXornJie TepmiHywuuidi kogoH (Ha BigmiHy Bip BimnoBigHoi
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HeoboB 'a3koBi
KBanidikaTtopu

KoAyw4ol nocnipoBHocTi)

allele
EC_number
function
gene
gene_synonym
map

note

product
pseudo
pseudogene
standard_name

5.12. Kmoy ¢yHKuil misc_binding
Bn3HaveHHA CaliT HyKneiHOBOI KWCNOTU, WO KOBANEHTHO abo HeKOBaNEHTHO
3B'A3Y€E ApPYruii KOMMNOHEHT, AKUIA He MOXHa onucaTu 6yab-AKUM
iHwum knwyem 3B'sA3yBaHHA ("primer_bind" abo "protein_bind")
06oB' A3K0B1 bound_moiety
KBanipikaTtopu
Heobos ' a3KoB1 allele
KBanidikaTtopm function
gene
gene_synonym
map
note
MpumiTkun Cnip 3a3HauuTU, WO perynaTopHuii kawd ¢yHKuii Ta kBanipikaTop
"regulatory_class" 31 3Ha4veHHAM "ribosome_binding_ site"
NMOBUHH1 BMKOpPUCTOBYBATUCA AOJ]A ONUCY CaWTiB 3B'A3yBaHHA
pub6ocom
5.13. Kntoy pyHkuil misc_difference

Bu3Ha4eHHA

HeoboB'sa3koBi
KBanidpikatopu

MpumiTkm

Y ubomy micui BubpaHa nocnifoBHicTb BigpisHAeTbca Bip
npefcTaBneHol nocnipoBHocTi i He mMoxe 6yTW onucaHa XOAHUM
iHwmMm pudepeHuianbHum knwdem (“"variation" ab6o
"modified_base")

allele

clone

compare

gene
gene_synonym
map

note
phenotype
replace
standard_name

Knwy ¢yHkuii "misc_difference" noBMHEH BUKOPUCTOBYBATUCbL ANSA
onucy MiHnuMBOCTi, 3aknageHol WTYYHO, HanNpuknag, WIAXOM
reHeTUYHOro MaHinynwBaHHA abo XxiMiyHOro cuHTe3yBaHHA; ANA
onucy BWAANeHHA, BCTaBKKM abo 3aMiweHHA NOBUHEH
BUKOpUCTOBYBaTUCb KBanidpikaTtop "replace". BapiaTuBHMI K4
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¢yHKUiI MOBMHEH BUKOPUCTOBYBATUCH AN ONUCY MPUPOAHOL
reHeTu4yHoi MiHnumBocTi.

5.14.

Knwy ¢yHKuil

Bu3Ha4eHHA

HeoboB 'sa3koBi
KkBanidikaTtopu

MpumiTkm

misc_feature

bionoriyHo pocnipxyBaHa 06nacTb, AKY He MOXHa OMUCaTW XOAHUM
iHwmMm knwvem ¢yHKuUii; HoBa abo pipkicHa ¢yHKkuis

allele
function
gene
gene_synonym
map

note

number
phenotype
product
pseudo
pseudogene
standard_name

Lei kw4 He NMOBWMHEH BUKOPUCTOBYBATUCbL JNWe ANA MPOCTOro
MO3HaYeHHA AiNAHKWM 3 MeTOW HafjaHHA 3ayBaxeHb A0 Hel abo
BUMKOPUCTAHHA 11 B nokanisauyii iHwol ¢yHkUil

5.15.

Kntod ¢pyHkuil

Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikatopu

Tun monekynu

misc_recomb

CalT 6yab-AKol y3aranbHeHol, calT-cneuudpiyHoi nopii, abo
nopii pennikaTmBHOI pekombiHauil, Ha Akih npucyTHiW pospus i
BigHoBneHHA aBocnipanbHol OHK, wo He mMoxyTb 6yTu onmcaHi
iHwMMM Knw4amm pekombiHauii abo kBanidikaTopamu BuxipgHoro
knwda (proviral)

allele

gene

gene_synonym

map

note
recombination_class
standard_name

IHK

5.16.

Knwoy ¢yHKuil

Bu3Ha4eHHA

HeoboB 's3koBi
KBanidikatopu

misc_RNA

Byab-AKuiA TpaHcKpunT abo npoaykT PHK, AKMA He MOXHa BU3HA4uUTH
iHwMmMM knwdamm PHK (prim_transcript, precursor_RNA, mRNA,
5’UTR, 3’UTR, exon, CDS, sig peptide, transit_peptide,
mat_peptide, intron, polyA site, ncRNA, rRNA, tRNA)

allele
function
gene
gene_synonym
map

note
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operon
product

pseudo
pseudogene
standard_name
trans_splicing

Bu3Ha4eHHA

06o0B 'A3K0OB1
KBanidikatopu

HeoboB 'sa3koBi
KBanidikatopu

.17. Knwoy ¢pyHKuUil misc_structure
Bu3HayeHHA ByAb-AKa BTOpUMHHA abo TpeTUHHaA CTpyKTypa 4uM KoHbopmauisa, sAky
He MOXHa onucaTu iHwwumu knwdamm cTpykTypu (stem_loop abo D-
loop)
Heobos ' Aa3KoB1 allele
KBanidpikaTtopm function
gene
gene_synonym
map
note
standard_name
.18. Kntod ¢pyHkuil mobile_element
BU3Ha4veHHsA O6bnacTb reHoma, WO MicTuTb MO6inbHi enemeHTU
060B 'A3KkoOBi mobile_element_type
KkBanipikaTtopu
HeoboB ' Aa3KoB1 allele
KkBanidpikaTtopm function
gene
gene_synonym
map
note
rpt_family
rpt_type
standard_name
.19. Knwoy ¢yHKuil modified_base

BKkasaHuin HykneoTug € moaudpikoBaHMM HyKNeoTuaoMm i mae 6yTwu
3aMiHeHMn Ha Bka3aHy Monekyny (3a3HayeHy nip kBanidikaTopom

mod_base)

mod_base

allele
frequency
gene
gene_synonym
map

note

rpyaeHs 2020
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MpumiTkm

3Ha4yeHHA 060B'sA3koBOro kBanidikaTopa "mod_base" obmexeHo
BW3HAYEeHUM CJIOBHUKOM CKOpPOYeHb A/ MoAWdiKoBaHUX OCHOB,

HaBefZeHuM y Po3aini 2 uboro gomaTky.

5.

20.

Knwy ¢yHKuil

Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikaTtopmu

MRNA

MaTpudHa PHK; BKJIlOMA€ HeTpaHCNbOBaHy 06nacTb 5'-KiHus

("5'UTR"), koayw4i nocnipoBHocTi ("CDS", "exon") i
HeTpaHcaboBaHy o6nacTb 3'-kiHus ("3'UTR")

allele
function

gene
gene_synonym
map

note

operon
product
pseudo
pseudogene
standard_name
trans_splicing

5.

21.

Kntod ¢pyHkuil
BW3Ha4veHHA
060B 'A3Kk0OBi
KBanidikatopu

HeoboB 'a3koBi
KBanidikatopu

MpumiTkm

NncRNA

Binok-Hekoayw4ynit reH, okpim pubocomHoi PHK i TpaHchnopTHoi

PHK, ¢yHKLiOHanbHOW MOJIEKY/ION AKOro € TpaHckpunT PHK

ncRNA_class

allele
function

gene
gene_synonym
map

note

operon
product
pseudo
pseudogene
standard_name
trans_splicing

OyHkuia "ncRNA" He MOBMHHa BUKOpPUCTOBYBATUCA AN ONUCY

pubocomHol i TpaHcnopTHOI PHK, ana AKMX MOBMHHIL

BUKOpPUCTOBYBATUCb KawYi ¢yHKuii "rRNA"™ i "tRNA" BimnoBipgHo

.22,

Koy ¢yHKuil

Bu3Ha4eHHA

HeoboB 's3koBi
KkBanipikaTtopu

N_region

JopaTkoBi HykneoTuau, WO BCTaBAAWTbCA MiX meperpynoBaHMMM

dparmeHTamm imyHornobyniHy

allele

gene
gene_synonym
map

rpyaeHs 2020
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Bua opraHismy

note

product
pseudo
pseudogene
standard_name

eykapioTu

5.23.

Knwy ¢yHKuil

Bu3Ha4eHHA

060B 'A3K0OBi
KBanidikatopu

HeoboB 'sa3koBi
KBanidikatopm

operon

065nacTb, WO MiCTUTb MONiLUCTPOHHMWIA TPAHCKPWUNT, SKUA BKJIWYAE
Knactep reHiB, WO KOHTPOJ/IOWTLCA OAHWMM 1 TUMM X perynssTOpHUMM
nocnipoBHOCTSAMM / OAHWMM MPOMOTOPOM B OAHOMY 6iosoriyHomy

wnAxy

operon

allele
function

map

note
phenotype
pseudo
pseudogene
standard_name

5.24.

Kmoy ¢yHKuil

Bu3Ha4eHHA

HeoboB ' Aa3KoB1
KkBanipikaTtopu

Tun monekynu

MpumiTkun

oriT

Toyka moYaTKy nepeHeceHHA; obnacTb monekynu [OHK, B Akii
MOYMHAETBLCA MEpeHeCceHHA Nipg 4ac npouecy KoH'wrauyii abo

Mobinizsauyii

allele
bound_moiety
direction
gene
gene_synonym
map

note
rpt_family
rpt_type
rpt_unit_range
rpt_unit_seq
standard_name

IHK

Knwoy ¢yHKuii "rep_origin" noBuHeH BMKOPUCTOBYBATUCHL ANA ONUCY
TOYoK noYaTky pennikauii; kBanidikaTtop "direction"” mae pincHi
3HayeHHAa "left", "right"i "" "both", npote nuwe "left" i

"right"e ponycTumuMmMn AnA BUKOPUCTAHHA Y MOEAHAHHI 3 ¢yHKuiew

"oriT"; TOYKM noOYaTKy MEpeHOCYy MOXYTb 3HaXOAUTUCA B

XpOMOCOMi; HﬂaBMi,D,I/I MOXYTb MicTuTtm MHOXWHY TO4YOK NOYaTKy

nepeHocy

5.25.

Koy ¢yHKuil

polyA site

rpyaeHs 2020
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Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikaTtopu

Bua opraHismy

CalT TpaHckpunTa PHK, Ao sAkoi 6yayTb AofaHi ageHiHoBi 3anuwku
WASXOM MOCT-TpaHckpunuiiHoro noniafeHinyBaHHs

allele

gene
gene_synonym
map

note

eykapioTu Ta eykapioTuyHi Bipycu

5.26.

Knwy ¢yHKuil

Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikatopu

MpumiTkun

precursor_RNA

byab-Akuin Tun PHK, akui He € 3pinum npopyktom PHK; Moxe
oxonawBaTu HKPHK, pPHK, TPHK, HeTpaHcnboBaHy obnacTb 5'-kiHuA
("5'UTR"), koaywyi nocnipoBHocTi ("CDS", "exon"), BCTaBHi
nocniposHocti ("intron") i HeTpaHcnboBaHy o06nacTb 3'-KiHus
("3"UTR")

allele
function

gene
gene_synonym
map

note

operon

product
standard_name
trans_splicing

BukopuctoByeTbCca ans PHK, Aka Moxe 6yTu pe3ynbTaToM NOCT-
TpaHCcKpunuiinHol 06pobku; aAkwo Bimomo, wo BKasaHa PHK He €
0bpobieHow, NOBUHEH BUKOPUCTOBYBATUCHL Ky "prim_transcript”

5.27.

Kntoy ¢pyHkuil

Bu3Ha4eHHA

HeoboB'sa3koBi
KBanidpikatopu

prim_transcript

MepBUHHMI (NOYaTKOBUI, HEO6pPOBAEHUI) TPAHCKPUNT; MOXe
oxonnwBaTn HKPHK, pPHK, TPHK, HeTpaHc/nboBaHy ob6nacTb 5'-kiHus
("5'UTR"), koayw4i nocnipoBHocTi ("CDS", "exon"), BCTaBHi
nocniposHocti ("intron") i HeTpaHcnboBaHy o6nacTb 3'-KiHus
("3'UTR")

allele
function

gene
gene_synonym
map

note

operon
standard_name

5.28.

Koy ¢yHKuil

Bu3Ha4eHHA

primer_bind

CaliT HekOBaJIeHTHOro 3B'A3yBaHHA npaimepa anAa iHiuiauii
pennikauyii, TpaHckpunuii abo 3BOpPOTHOI TpaHCcKpunuii; oxonswe
caiT (caiTu) ANnA CUHTETUYHUX eNemMeHTiB, Hanpuknag npaimepis

rpyaeHs 2020
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ana nne

Heo6oB ' A3KoBi allele

KBanidikaTtopu gene
gene_synonym
map
note
standard_name

MpumiTkm BUKOpPUCTOBYETbLCA ANA ONUCY CaWTa 3agaHol nocnipgoBHocTi, 3
AKUM 3B'A3aHa Monekysna npaimepa - He MpU3HAYeHUn ans
npeAcTaB/eHHA NOCNiAOBHOCTL BfacHe Mosekynu npaimepa;
ockinbku B peakuisx MIP 3a3Buyain 6epyTb y4acTb napu
npavWmepis, oAuH Kkawd "primer_bind" moxe BuMkOpucTOBYBaTH
onepatop "order(location,location)" 3 aBoma nokanisauiamm,
abo X MOXHa BMKOpUCTOBYBaTW napy kawyie "primer_bind"

5.29. Kmoy ¢yHKuil propeptide
BusHa4yeHHA Kopyw4ya nocnifioBHicTe nponenTuay; koaywda nocniposHicTe anA

HeoboB 's3koBi
KBanipikaTopu

[OMeHy npoTeiHy, To6TO po3uwenneTbcA, wob chopmyBaTn 3pinui
6inKoBMI NpoayKT

allele
function

gene
gene_synonym
map

note

product
pseudo
pseudogene
standard_name

5.30. Kmoy ¢yHKuil
Bu3Ha4eHHA

06o0B ' A3K0OB1
KBanidikatopu

HeoboB'sa3koBi
KBanidpikatopu

MpumiTkm

protein_bind
CaT HekoBasleHTHOro 6inkoBoro 3B'A3Ky B HyKAeIiHOBiW kucnoTi

bound_moiety

allele
function

gene
gene_synonym
map

note

operon
standard_name

Cnip 3a3HayYMTU, WO KIKHY XapakKTepucTWUKM Ta KBanidikaTtop
"regulatory_class" 3i 3HayeHHAM "ribosome_binding site"
NMOBWHEH BUKOPUCTOBYBATUCS ANiIA ONUCY CaWTiB 3B'A3yBaHHSA
pubocom

5.31. Koy ¢yHKuil

regulatory
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Bu3Ha4eHHA
06o0B 'sA3KkoBi
KBanidikaTtopu

HeoboB 'sa3koBi
KkBanidikaTtopu

Byab-AKka obnacTb nocnifoBHocTi, wo dyHKUioHye npu perynauiil
TpaHckpunuii, TpaHcnauii, pennikauii abo CTpyKTypa XpoMaTUHY;

regulatory_class

allele
bound_moiety
function
gene
gene_synonym
map

note

operon
phenotype
pseudo
pseudogene
standard_name

5.32.

Kntod ¢pyHkuil
BnsHaveHHA

HeoboB 's3koBi
KBanipikaTopu

repeat_region

06nacTb reHoma, WO MiCTUTb MOBTOpPWBaHi oauHMUi

allele
function

gene
gene_synonym
map

note
rpt_family
rpt_type
rpt_unit_range
rpt_unit_seq
satellite
standard_name

5.33.

Kmoy ¢yHKuil

Bu3Ha4eHHA

HeoboB 's3koBi
KkBanipikaTtopu

MpumiTkun

rep_origin

Ixepeno pennikauii; calT noyaTKy NOABOWBAHHA HyKJeIHOBOI

KUCNOTU JNnA OTpUMaHHA ABOX i,D,EHTVI‘-IHVIX Konin

allele
direction
function

gene
gene_synonym
map

note
standard_name

KBanidikaTop HanpAmKy mae Taki gonycTumi 3HadveHHa: left,

right a6o both

Knwoy ¢yHKuil

rRNA
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Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikaTtopu

MpumiTkm

3pina pubocomHa PHK; komnoHeHT PHK puboHykneonpoTeiHoBOI
YacTku (pubocomn), AKa 36uMpa€e amiHoKMcAOTWM B 6inku

allele
function
gene
gene_synonym
map

note

operon
product
pseudo
pseudogene
standard_name

Po3amipu pPHK mawTb 6yTu 3a3Ha4veHi B kBanipikaTtopi "product”

5.35. Kmoy ¢yHKuil

Bu3Ha4eHHA

HeoboB 's3koBi
KBanipikaTopu

Bug opraHismy

s_region

O6bnacTb nNepemMMKaHHA BaxXKWX JlaHUWrie imyHornobyniny; 6epe
yyacTb B nepebypoBi Baxkux naHuwris [AHK, wo npussBoauTb A0
ekcnpecii imyHornobyniHy iHworo knacy 3 Tie€l x camoil B-
KNiTWHM

allele

gene
gene_synonym
map

note

product
pseudo
pseudogene
standard_name

eykapioTu

5.36. Kntoy ¢pyHkuil

Bu3Ha4eHHA

Heob6oB 'sa3koBi
KBanidikatopu

sig peptide

Koaytwda nocnifoBHicTb CUrHanbHOroO nenTuay; Koayw4a
nocnipoBHicTb Ana N-kiHueBoro gomeHy BuaineHoro 6inka; uen
[OMeH bepe y4acTb Yy NpUegHyBaHHi noninmenTuay, wo
36inbWwyeTbcA, A0 nigepHoi nocnifoBHOCTi MeMbpaHu

allele
function

gene
gene_synonym
map

note

product
pseudo
pseudogene
standard_name

5.37. Koy ¢yHKuil

Bu3Ha4eHHA

source

IneHTHMdiKy€e mxepeno nNocnifoBHOCTi; uUel kw4 € 060B'A3KOBUM;
KOXHa NOCNifoBHiCTb MOBMHHA MicTUTM oauH Kawd "source", wo
OXOMJINE BCH NOCAiAOBHiCcTb
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060B 'A3KoBi
KBanidikaTtopmu

HeoboB 'sa3koBi
KBanidikaTtopu

Tun monekynu

organism
mol_type

cell line
cell type
chromosome
clone
clone_lib
collected_by
collection_date
cultivar
dev_stage
ecotype
environmental_sample
germline
haplogroup
haplotype
host
identified_by
isolate
isolation_source
lab_host
lat_lon
macronuclear
map
mating_type
note
organelle
PCR_primers
plasmid
pop_variant
proviral
rearranged
segment
serotype
serovar

sex

strain
sub_clone
sub_species
sub_strain
tissue_lib
tissue_type
variety

6yab-AaKuin

.38.

Knwoy ¢yHKuil

Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikatopu

stem_loop

"linunbka"; ABocnipanbHa obnacTb, YyTBOpeHa WAAXOM NapyBaHHA
OCHOB MiX cymixHuMU (iHBepTOBaHUMM) KOMMJEMEHTapPHUMU

nocnipoBHocTAMM B ogHoMy naHutwry PHK ab6o AHK

allele
function
gene
gene_synonym
map

note
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operon
standard_name

5.39. Knwy ¢yHKuil STS
BW3Ha4veHHA JHK-MapKyBanbHUIl CcalWT; KOpoTKa YHikanbHa nocniposHocTi [HK,
WO OMUCY€E KapTyBaHHA reHomMa i moxe 6yTu BuABNEHA 3a LOMOMOIOK
NAP; obnacTb reHoma Moxe 6yTM KapTOBaHa WIAXOM BU3HAYeHHA
nopsaky cepin [JHK-mapkyBanbHUX caliTiB
HeoboB ' a3KoBi1 allele
KBanidikaTtopmu gene
gene_synonym
map
note
standard_name
Tun monekynu [OHK
MpumiTkun Nlokanisauis AHK-MapkyBanbHOro caiTa AAS BKAWYEHHS npaimepa (-
iB) po knaw4a "primer_bind" abo fo npaiimepie
5.40. Kntod ¢pyHkuil telomere
Bu3HayeHHA BionoriyHo pocnipxyBaHa ob6bnacTb, ineHTudikoBaHa sk Tenomepa i
JocnipxeHa ekcnepumMeHTasIbHUM WAAXOM
HeoboB 'a3koBi note
KBanidikatopu rpt_type
rpt_unit_range
rpt_unit_seq
standard_name
MpumiTkun OyHKuia "telomere" onucye iHTepBan OHK, wo BignoBipa€e neBHin
CTpyKTypi HanpukiHui niHikHOI eykapioTuyHOI xpomocomu,
HeobxipHil Ana 3ab6e3neyeHHA uinicHocTi # nipTpumkm KiHuA; us
obnacTb € yHikanbHOW y MOpiBHAHHI 3 iHwumM AinAHKamu
xpomocomn i npepctaBnAe cobow ¢piznyHMIA KiHeub Xpomocomu
5.41. Knwy ¢pyHKuil tmRNA

Bu3Ha4eHHA

HeoboB 's3koBi
KkBanipikaTtopu

TpaHcnopTHa maTpuyHa PHK; TMPHK cnepuy aie Ak TPHK, a noTim
AK MPHK, wWo KoAye nenTuAHYy MiTKy; puboCOMa TpaHC/IWE L0
obnactb MPHK go TMPHK i npuenHy€e 3akofoBaHy nenTuWaHy MiTky Ao
C-KiHUs He3aBepweHoro 6iska; uUA NpUEAHAHA MiTKa BU3HaA4ae
6inok ana pgecTtpykuii abo npoTteonisy

allele
function
gene
gene_synonym
map

note

product
pseudo
pseudogene
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standard_name
tag_peptide

5.42. Knwy ¢yHKuil transit_peptide

Bu3Ha4YeHHn Kopytda mocnifloBHicTb TpaH3WTHOro nenTuay; KoAyk4a
nocnifoBHicTb Ans N-KkiHUEBOro [LoMeHy s[epHO-KOALOBaHOMO
opraHoigHoro 6inka; ueit goMeH 6epe y4acTb Yy MOCT-
TpaHcAsAuiliHoOMy nepeHeceHHi 6inka po opraHenu

HeoboB ' a3KoBi1 allele
KBanidikaTtopmu function
gene
gene_synonym
map
note
product
pseudo
pseudogene
standard_name

5.43. Kntod ¢pyHkuil tRNA

Bn3HaveHHA 3pina TpaHcnopTHa PHK; mana monekyna PHK (poBxwuHow 75-
85 OCHOB), fAKa jonomMarae B npoueci TpaHcnAuii nocnipoBHocTi
HYKNeI1HOBMX KWUCNOT B aMiHOKMCAOTHY NOCNifoBHicCTb

HeoboB 'a3koBi allele
KkBanipikaTtopu anticodon
function
gene
gene_synonym
map
note
operon
product
pseudo
pseudogene
standard_name
trans_splicing

5.44. Knwy ¢yHKuil unsure

BU3HAYeHHs HeBenuka obnacTb CeKBEHOBAHUX OCHOB, AK MpaBwWio, AOBXUHOW 10,
260 MeHwe, fAKYy He MOXHa BreBHeHO ifgeHTudikyBaTu. Taka obnacTb
MoXe MicTuTu Has3eaHi ocHoBu (a, t, g, abo c), abo cymiw
Ha3BaHWX OCHOB Ta HeHa3BaHMX OcCHoB ('n').

HeoboB 'a3koBi allele
KkBanipikaTtopu compare
gene
gene_synonym
map
note
replace
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MpumiTkm

AnA BUAaNeHHA, BCTaBKU abo 3aminu cnaip BUKOPUCTOBYBATH

kBanidikatop "replace”.

5.45.

Knwy ¢yHKuil

Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikaTtopmu

Bun opranismy

V_region

BapiabenbHa obnacTb fNierkux i BaxXkuMx NaHUwWriB imyHornobyniHy,
a Takox anbda-, 6eTa- i rama-naHuwrie T-kAiTWHHOrO peuenTopa;
Koau pnA BapiabenbHol TepMiHanbHOI aMiHO-4acTUHU; MoOxe

ckflajaTucsa 3 Takux kawyie: "V_segment", "D_segment",
"N_region" i "J_segment"

allele

gene
gene_synonym
map

note

product
pseudo
pseudogene
standard_name

eykapiotu

5.46.

Kmoy ¢yHKuil

Bu3Ha4eHHA

HeoboB ' Aa3KoB1
KkBanipikaTtopu

Bup opraHismy

V_segment

BapiabenbHa ainAHka nerkux i Baxkux naHuwris imyHornobyniny,
a Takox anbda-, 6eTa- i rama-naHuwris T-kniTWHHOroO peuenTtopa;
Koau AnA 6inbwoi yYacTuHM BapiabenbHoi obnacTti ("V_region") Ta

[eKinbKox OCTaHHix amiHokucnoT nigepHoro nentuay

allele

gene
gene_synonym
map

note

product
pseudo
pseudogene
standard_name

eykapioTu

5.47.

Knwoy ¢yHKuil

Bu3Ha4eHHA

HeoboB 'sa3koBi
KBanidikatopu

variation

CnopigHeHuM wTam MicTuTb cTabinbHi MyTauil 3 TOro X rexa
(Hanpuknag NAP®, nonimopdizmm Towo), Aki BiapisHAawTbcs Bipg
HaBefeHoi nocnipoBHocTi B Uil nNokanisauii (a, moxnueo, i B

iHwmx)

allele
compare
frequency
gene
gene_synonym
map

note
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MpumiTkm

phenotype
product
replace
standard_name

BukopucToByeTbCA Ana onucy anenie, NAP® Ta iHWWX NpUpOAHUX
mMyTauiin i nonimop¢ismie; ans onucy BuAaneHHA, BCTaBKU abo
3amileHHA BUKOPUCTOBYETbCA KBanipikatop "replace”;
MiHAMBiCTb, WO BMHWKAE BHACN1AOK reHETMYHOro MaHinynwBaHHA
(Hanpuknag, cnpsMOBaHOro MyTareHesy), MOBMHHA ONUCYBaTUCA 3a
ponomorow ¢yHkuii "misc_difference"

5.48. Knwoy ¢pyHKuil 3'UTR
BusHa4yeHHA 1) O6nactb Ha 3'-kiHui 3pinoro TpaHckpunTa (nicna crton-
KOAOHA), WO He TPaHC/IWETbCA Yy 6inok;
2) O6bnactb Ha 3'-kiHui PHK-Bipycy (nmicnsa ocTaHHboro cron-
KOAOHA), WO He TPaHC/IWETbCA Yy b6inok;
Heobos ' Aa3KoB1 allele
KkBanidikaTtopm function
gene
gene_synonym
map
note
standard_name
trans_splicing
MpumiTkun 3Hak anocTpoda Ma€e ocobnuBe 3HaYeHHS B XML, TOX Yy 3Ha4yeHHi
enemMeHTa BiH MOBMHEH 3aMiHATMCA Ha "&apos;". TakuMM YUHOM,
"3'UTR" y daini XML noBuHHe 6yTu npeAcTaB/ieHO AK
"3&apos;UTR", Tob6TO
<INSDFeature_key>38&apos;UTR</INSDFeature_key>.
5.49. Kmoy ¢yHKuil 5'UTR

Bu3Ha4eHHA

HeoboB 's3koBi
KkBanipikaTtopu

MpumiTkun

1) O6nacTb Ha 5'-kiHui 3pinoro TpaHckpunTta (nepepg
iHiyiwBaNbHUM KOZOHOM), WO He TPAHCAWETbLCA y 6inok;

2) O6bnacTb Ha 5'-kiHui PHK-Bipycy (nepep nepuwum iHiuiwBanbHum
KOLOHOM), WO He TPaHC/KWETbCA y 6inok;

allele
function

gene
gene_synonym
map

note
standard_name
trans_splicing

3Hak anocTpoda Mae ocobnuBe 3HavyeHHA B XML, TOX Yy 3HayeHH1
enemMeHTa BiH MOBMHEH 3aMiHATMCA Ha "&apos;". TakuMM YUHOM,
"S5'UTR" y ¢anni XML noBuHHe 6yTu npefacTaBieHO AK
"5&apos;UTR", Tob6TO

<INSDFeature_key>5&apos ;UTR</INSDFeature_key>.
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PO34I/1 6: KBANIGIKATOPU 419 HYKNEOTUAHWX NOC/IA0BHOCTEMN

LUel pos3agin micTutb nepenik KBanidikaTopiB ANs8 BMKOPUCTAHHA 3 PYHKUIAMU Y HYKNEOTUOHUX
nocnigosHocTax. KBanidpikatopm HaBeaeHi B abeTKOBOMY NOPALKY.

AKwWwo dopmar 3HAYeHHA - “none”, efleMeHTH INSDQualifier value Ta

NonEnglishQualifier value He NOBWHHI BUKOPUCTOBYBATUCD.

AKWO dopmaT 3HaYEHHA — Ue AO0BiINIbHUIN TEKCT, AKUIN BU3HAYAETHbCA AK 3a/1€XHUIN Big MOBU, Cif
BMKOPWUCTOBYBATWU OAMH 3 HACTYMHUX €1EMEHTIB

1) enemeHT INSDQualifier value; abo
2) enemeHT NonEnglishQualifier value; abo
3) obuasa enemeHTU INSDQualifier value Ta NonEnglishQualifier value.

AKWO dopmaT 3HAYEHHS — Le WOCh iHWe, HiXX “none”, ane BU3HAYEHWUIN AK 3aNeXHUN Big MOBM
[AOBINIbHNUI TEKCT, TO NOBUHEH BUKOPWUCTOBYBATUCb eeMeHT INSDQualifier value, @ €NeMeHT
NonEnglishQualifier value HE NOBMHEH BUKOPUCTOBYBATUCH.

Cna 3AYBAXKUTH, LLO: byab-ake 3HauyeHHA KBanidikaTopa, nepeanbaveHe ana Keanidikatopa 3
dopmMaTom 3HAYEHHA, 3a/IEXKHOMO Bi4 MOBM"AOBINbHMA TEKCT"', MOXe BUMaraTu nepeknagy gnsa
HauioHanbHMX/perioHanbHUX npoueayp. Keanipikatopu, HaBedeHi B HaCTynHii Tabauui,
BBAXKAlOTbCA TAKMMMU, LLLO MAOTb 3HAYEHHSA 3a/1€XKHOT0 BiZ, MOBM A0BIIbHOIO TEKCTY:

Tabnuua 5: CNUCoK 3HaYeHb KBanidiKaTopiB AN HYKNEOTUAHUX NOCNIAOBHOCTEN i3 3a/1€XKHUMU Big,
MOBM 3HAYEHHSAMMU A0BINIBHOFO TEKCTY

ey 3Ha4YeHHA 3a/1IEXKHOr0 Bi, MOBU A0BiIIHOFO
TEKCTY
6.3 bound _moiety
6.5 cell_type
6.7 clone
6.8 clone_lib
6.10 collected by
6.13 cultivar
6.14 dev_stage
6.17 ecotype
6.21 function
6.23 gene_synonym
6.25 haplogroup
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6.27 host
6.28 identified by
6.29 isolate
6.30 isolation source
6.31 lab_host
6.35 mating_type
6.40 note
6.44 organism
6.46 phenotype
6.48 pop variant
6.49 product
6.65 serotype
6.66 serovar
6.67 sex
6.68 standard_name
6.69 strain
6.70 sub_clone
6.71 sub_species
6.72 sub-strain
6.74 tissue_lib
6.75 tissue_type
6.80 variety

KeanidikaTtop

Bu3Ha4eHHA

dopmaT 060B’A3KOBOroO

3HAYeHHA
Mpuknaau

MpumiTkun

allele
Ha3Ba anena NeBHOro reHa

OOBiNbHUIA TeKkcCT

<INSDQualifier_value>adhl-1</INSDQualifier_value>

Bci ¢yHkuii, noB's3aHi 3 neBHuM reHom ("exon", "CDS" Towo),
MawTb NoAinATM Te came 3HavyeHHA kBanidikaTtopa "allele"; sk
ycTaneHo, 3HayeHHA kBanidikatopa "allele" noBuHHe
BigpisHATMCA Bip 3HadveHHA kBanidikaTopa "gene"; 3HayeHHA
kBanipikaTtopa "allele" mae BignoBifaTu TakoMy X 3HAYeHHK Yy
BapiaHTi.
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6.2. KBanidikaTtop anticodon
BuW3Ha4veHHA JNlokanisauis aHTukogoHa TPHK i amiHokucnoTu, AKy BOHa KoAyeE
dopmaT 060B’A3KOro (pos:<location>,aa:<amino_acid>,seq:<text>), pe "<location>"
3HaYeHHA € MONOXEHHSM aHTUKoAOHa, "<amino_acid>" e TpubykBeHOw
CKOpOYeHOWw Ha3BOW 3aKoAOBaHOI aMmiHokucaoTu, a "<text>" €
nocnifoBHicTw aHTMKOAOHA
Mpuknaam <INSDQualifier_value>(pos:34..36,aa:Phe,seq:aaa)</INSDQualifi
er_value>
<INSDQualifier_value>(pos:join(5,495..496,aa:Leu,seq:taa)</IN
SDQualifier_value>
<INSDQualifier_value>(pos:complement(4156..4158),aa:Glu,seq:t
tg)</INSDQualifier_value>
6.3. KBanipikaTop bound_moiety
BU3Ha4veHHsA Ha3Ba Monekynu/komnnekca, WO MOXyTb 6yTu noB'A3aHi 3
BignoBigHow ¢yHKUIEl
dopmaT 060B’A3KOro OOBiNbHUI TeKkCT
3HaYeHHn (3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHuX/perioHanbHUX npoueayp)
Mpuknaau <INSDQualifier_value>GAL4</INSDQualifier_value>
MpumiTkun Ona oyHkuyin "misc_binding", "oriT" i "protein_bind"
OONyCTUMUIA opguH kBanipikaTtop "bound_moiety".
6.4. KBanidikaTop cell line
Bu3HayeHHA KniTuHHa ninia, 3 Akol 6yno oTpuMaHO NOCNifoBHicTb
dopmaT 060B’A3KOro AOBinbHUIA TekcT
3HaYeHHs
Mpuknaau <INSDQualifier_value>MCF7</INSDQualifier_value>
6.5. KeanidikaTtop cell type
BU3HAYeHHs Tun kNiTuHM, 3 AKoI 6yN0 OTpUMaHO MOCNifoBHicTb
dopmaT 060B’ A3KOrO [NOBiNnbHUIA TeKkCT
3HaYeHHsA (3anexHo Bip MOBM: Le 3HaAYeHHA MOXe BMMaraTu nepeknagy Ans
HauioHanbHUX/perioHanbHUX Mpouenyp)
Mpuknaau <INSDQualifier_value>leukocyte</INSDQualifier_value>
6.6. KBanidikaTop chromosome
BU3Ha4veHHs Xpomocoma (Hanpuknazg, HOMep XpOMOCOMM), 3 AKOI 6yso OTpUMaHO

nocnipoBHicTb
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dopmaT 060B’A3KOro
3HaYeHHn

OOBiNbHUI TeKkCT

Mpuknaam <INSDQualifier_value>1</INSDQualifier_value>
<INSDQualifier_value>X</INSDQualifier_value>
6.7 KeanidikaTtop clone
BU3Ha4veHHA KnoH, 3 skoro 6yno oTpuMMaHoO MocnifoBHicTb
dopmaT 060B’A3KOro [OOBiNbHUIA TeKkCT
3HaYeHHsA (3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy AnA
HauioHanbHUX/perioHanbHUX npouesyp)
Mpuknaam <INSDQualifier_value>lambda-hIL7.3</INSDQualifier_value>
MpumiTkm OyHKUiA "source" He MoBWHHa MicTuTu 6inbwe oaHoro
KBanipikaTopa KAOHY; AKWO NOCAigoBHicTb 6yno oTpumaHo 3
MHOXWHWM KNOHiB, Le MOXHa AOAATKOBO onucaTu B Tabnuui ¢yHkuin,
BMKOPUCTOBYKYM KoY ¢yHKuUii "misc_feature" Ta kBanipikaTtop
"note" ANA 3a3Ha4YeHHA MHOXWMHW KNOH1B.
6.8. KBanidikaTop clone_lib
BusHa4yeHHA BibnioTeka knOHiB, 3 AKOI 6yn0 OTPMMAHO MOCNiAOBHiCTH
dopmaT 060B’A3KOro AOBinbHUIA TekcT
3HaYeHHA (3anexHo Bif MOBM: Le 3HAYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHuX/perioHanbHUX npoueayp)
Mpuknaau <INSDQualifier_value>lambda-hIL7</INSDQualifier_value>
6.9. KeanidikaTtop codon_start
Bu3HayeHHsA Bka3sye Ha 3MiweHHA, Ae pO3TaWOBaHMI Mepwuit NMOBHWUWA KOAOH,
BiAHOCHO nmepwoi ocHoBu BignoBigHOI ¢yHKUiI.
dopmaT 060B’A3KOro 1, abo 2, abo 3
3HaYeHHA
Mpuknaau <INSDQualifier_value>2</INSDQualifier_value>
6.10. KBanidikaTop collected_by
BM3HayeHHA Im'a ocobu abo Ha3Ba ycTaHoBM, fka 3b6epirae 3pasok
dopmaT 060B’ A3KOrO [NOBiNnbHUIA TeKCT
3HaYeHHs (3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy AnA
HauioHanbHUX/perioHanbHUX npoueayp)
Mpuknaau <INSDQualifier_value>Dan Janzen</INSDQualifier_value>
6.11. KeanidikaTtop collection_date
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Bu3Ha4eHHA

dopmaT 060B’A3KOro
3HaYeHHn

JlaTa, Konu 3pasok 6yB NpUIAHATUIA HA 36epexeHHs

PPPP-MM-/, PPPP-MM a6o PPPP

Mpuknaam <INSDQualifier_value>»1952-10-21</INSDQualifier_value>
<INSDQualifier_value>»1952-10</INSDQualifier_value>
<INSDQualifier_value>1952</INSDQualifier_value>

MpumiTkm "PPPP" - npeacTaBneHHA poky y ¢opMmaTi YOTUPU3HAYHOrO 4ucna.
"MM" - npefcTaBneHHs MicAua y ¢opmaTi ABO3HAYHOro 4ucha.
"OA" - npeAcTaBneHHs AHA Micsus y dopmaTi ABO3HAYHOroO 4ucna.

6.12. KBanidikaTop compare

BusHa4yeHHA BipomocTi npo icHytw4ui nybniynmin 3anuc B INSD, 3 Akum
3A1NCHIETBCA NOPiBHAHHA

dopmaT 060B’ A3KOro [accession-number.sequence-version]

3HaYyeHHA

Mpuknaam <INSDQualifier_value>AJ634337.1</INSDQualifier_value>

MpumiTkmn Lein kBanidikaTop mMoxe BUKOPUCTOBYBATMCA 3 TakumMu OyHKUiAMK:
misc_difference, unsure i variation. B mexax oaHiel ¢yHKkuil
ponyctumi pgexkinbka kBanipikaTtopiB "compare"” 3 pi3Hum BMicTOM.
Lein kBanidikaTop He nNpu3HAYEeHUR ANS MacwTabHOro onuCcyBaHHA
BapiaHTiB, TakuMX fAK OAHOHyKneoTuaHi nonimopdizsmu.

6.13. KeanidikaTtop cultivar

BuW3HayeHHA copT (KY/NbTYpHWUA COPT) POC/MH, 3 AKOro 6yno OTpUMaHO
nocnifoBHicTe

dopmaT 060B’A3KOro AOBinbHUIA TekcT

3HaYeHHA (3anexHo Bip MOBM: Le 3HAYeHHA MOXe BMUMaraTu nepeknagy Ans
HauioHanbHuX/perioHanbHUX npoueayp)

Mpuknaam <INSDQualifier_value>Nipponbare</INSDQualifier_value>
<INSDQualifier_value>Tenuifolius</INSDQualifier_value>
<INSDQualifier_value>Candy Cane</INSDQualifier_value>
<INSDQualifier_value>IR36</INSDQualifier_value>

MNpumiTkm KBanipikaTtop "cultivar" 3acTOCOBYETbCA BUKJIWYHO AN NPOAYKTiB
WTy4yHOI cenekuii; ana Bimomux npupoAHux copTiB pocauH i
rpubie cnipn BukopucToBYBaTHM KBanidikaTtop "variety".

6.14. KeanidikaTtop dev_stage
BusHayeHHA fikwo nocnifoBHicTb 6yno OoTpMMaHO 3 opraHismy Ha neBHin cTapiil

dopmaT 060B’A3KOro
3HAYeHHs

pO3BUTKY, L 3a3Ha4vyaeTbCcA B UboMy KBanidikaTopi

OOBiNbHUIA TeKCT
(3anexHo Bif MOBM: Le 3HAYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npoueayp)
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Mpuknaan

<INSDQualifier_value>fourth instar
larva</INSDQualifier_value>

6.15.

KBanidikaTtop
BusHa4veHHA

®opmaT 060B’A3KOro
3Ha4YyeHHA

Mpuknaan

MpumiTkm

direction
Hanpsmok pennikauii AHK

"left", "right" abo "both", pe "left" o3Havae Hanpamok po 5'-
KiHua nocnipoBHocTi (sSK nokasaHo), a "right" o3Havae Hanpsmok
fo 3'-kiHuA

<INSDQualifier_value>left</INSDQualifier_value>

3Ha4veHHA "left", "right" i "both" posBonseTbcsa
BUKOPUCTOBYBaTH, AKWO kBanidikatop "direction™
BUMKOPUCTOBYETbLCA ANA onucy kawda ¢yHkuii "rep_origin". MpoTe,
AKWo kBanipikatop "direction" BMKOpPUCTOBYETbLCA ANA onucy
Knwya ¢yHkuii "oriT", AO3BONAETLCA BUMKOPUCTOBYBATU Jiuwe
3HayeHHa "left" i "right".

6.16.

KBanidikaTop
Bu3Ha4eHHA

dopmaT 060B’A3KOro
3HaYeHHn

Mpuknaau

MpumiTkun

EC_number
linpp KO anAa depmeHTHOro nNpoAykKTy MocnipoBHOCTL

OOBiNbHUIA TeKCT

<INSDQualifier_value>1.1.2.4</INSDQualifier_value>
<INSDQualifier_value>1.1.2.-</INSDQualifier_value>
<INSDQualifier_value>1.1.2.n</INSDQualifier_value>
<INSDQualifier_value>1.1.2.n1</INSDQualifier_value>

YuHHi 3HayveHHA wnppiB KO BM3HaA4YeHO y cnucky, nigrotosBneHomy
HomeHKNaTypHUM KoMiTeToM MixHapogHoro cow3y 6ioximii Ta
monekynsipHoi 6ionorii (NC-IUBMB) (ony6nikoBaHuii B
HomeHknaTypi ¢epmeHTiB 1992 poky (BuaaBHUUTBO Academic Press,
CaH [liero) abo y HoBiwii ii pepakuii). ®opmaT npeacTaBnse
cobow pAfoK i3 YoTupbox uudp, po3fineHux Kpankamu;
WoHanbinbwe Tpu uudpu 3 KiHUA pAfKa MOXyTb OyTu 3amiHeHi Ha
Tupe "-" ANA NO3Ha4YeHHA HEMNeBHOro MPUCBOEHHA. CumBOAU, WO
BKJIOYAKTL cumBon "n", Hanpuknag, "n", "nl" i T.n., MOXyTb
BMKOPUCTOBYBATUCb B OCTaHHbOMY MONOXEHH1 3amicTb uudpu, AKwWo
wnpp KO oyikye npucBoeHHA. Cnip 3ayBaxuTu, wo noaibHi HemoBHi
wnppn KO He cxBanwwTbcAa NC-IUBMB.

6.17.

KBanidikaTop

Bu3Ha4eHHA

dopmaT 060B’A3KOro
3HAYeHHs

ecotype

Monynsauia y mexax MeBHOro BUAY, WO AEMOHCTPYE FeHeTUYHi
deHoTunoBi o3Haku, fAki BigobpaxawTb ajanTauikw A0 NOKANbHOrO
HaBKOJIMWHLOT O CepeaoBUwa

[OBinbHUIA TekcT
(3anexHo Bif MOBM: Le 3HaAYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npoueayp)

rpyaeHs 2020



CTOpiHKa 33

Mpuknaan

MpumiTkm

<INSDQualifier_value>Columbia</INSDQualifier_value>

Npvknagom Takoi nonynAuii € nonynAuia, wo apanTtyBana cBin
JNIUCTAHUIA OnywWweHWd NOKpuB TpUXOoM y BianoBigb Ha ocobauBo
COHfIYHe HaBKONMUWHE cepepoBuwe. KBanidikaTtop "ecotype”
3a3BMYall 3aCTOCOBYETbCA A0 CTAHAAPTHOrO FeHeTUYHOro QGoHAy
Arabidopsis thaliana, ane Moxe 3acTOCOBYBaTUCb O 6yAb-sIKOro
6e34epewKoBOro opraHismy.

6.18.

KeanidikaTtop

Bu3Ha4eHHA

®dopmaT 3Ha4eHHA

MpumiTkun

environmental_sample

Bu3Havae nocnipoBHOCTi, oTpumaHi npaAMOl MoseKyNAPHO
izonauiew iz 3HayHoro cepepoBuwHoro 3paska AHK (wnsxom MJP 3
abo 6e3 nopanbwWoOro KAOHYyBaHHA NpoAykTy, DGGE abo iHwumu
HeBigomumn meTopamu) 6e3 HapiiHoi ipeHTudikauii nepBUHHOIrO
opraHismy. CepefoBWWHi 3pa3ku BKAWYAWTb KAiHiyHi 3paskwy,
BMicT KuwkiBHMKaA Ta iHwi nocnipoBHOCTi 3 HeBigomux
opraHismiB, Aki MoxyTb 6yTu noB'A3aHi 3 neBHUM xa3AiHOM. BoHU
He BKJI0YaWTb eHAOCUMMOiOoHTM, AKi MOoXyTb 6yTW HaneBHO BMAineHi
3 KOHKpeTHOro xasaiHa, opraHismu 3 pobouux 3pas3kiB, sAki nerko
ineHTUdikywTbCA, MpOTe He € KyNbTUBOBaHMMKU (HanNpukaag 4MMano
uiaHobakTepiit), abo diTonnasmu, ski mMoxyTb 6yTu nerko
BuAineHi 3 xBopux pociuMH (HaBiTb He3Baxaw4yuM Ha Te, WO ix He
MOXHa BWPOCTUTU B YUCTUX KYNbTypax)

HeMae

BukopucTtoBy€eTbCA nuwe 3 kawdeM OyHKUii "source"; kawyi
oyHKUil "source", aki micTATb KBanidikaTop

"environmental sample", Takox MawTb BKJWYaTU KBanidikaTop
"isolation_source"; ¢yHkuis "source", wo BKAWYAE KBanipikaTop
"environmental_sample" He noBMHHa BKJIO4ATWM KBanipikaTtop
"strain".

6.19.

KBanipikaTop

Bu3Ha4eHHA

dopmaT 060B’ A3KOro

3Ha4eHHA

Mpuknaau

MpumiTkun

exception

BKasye Ha Te, WO KOAyWYY AiNAHKY He MOXIMBO TpaHCAWBATHU 3a
CTaHZApTHUMM HionoriyHMMM npaBuaaMu

OovH i3 Takux CTaHAApTU3OBaHWUX BUCIOBiB:
RNA editing

rearrangement required for product
annotated by transcript or proteomic data

<INSDQualifier_value>RNA editing</INSDQualifier_value>
<INSDQualifier_value>rearrangement required for
product</INSDQualifier_value>

MoBMHEH BUKOPUCTOBYBATUCb fuwe AnA onucy 6ionorivHux
MexaHi3miB Ha kwTanT "peparyBaHHA" PHK; 6inkoBa TpaHcasauia
Koayw4ol nocnipoBHocTi 3 kBanipikaTtopom "exception™
BigpisHATMMeTbCA Bip BipgnoBipHOI KoOHUenTyanbHOI TpaHcAAuil;
He MOBMHEH BUKOPUCTOBYBATUCb, AKWO KBanipikaTtop
"transl_except" 6yae NOBHOUiHHMM, HanNpuknag, y BUMAAKY
BUKOPUCTAHHA CTOM-KOAOHA.
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6.20. KeanidikaTtop frequency
BU3Ha4veHHsA YacToTa noBTOpWBaHOCTi QyHKUil
®opmaT 060B’A3KOro [OBinbHUIA TekCT, WO Nokasye cniBBipHoweHHA nonynsauii 3
3Ha4YeHHA oyHKUiew, y Burnaai apoby
Mpuknaam <INSDQualifier_value>23/108</INSDQualifier_value>
<INSDQualifier_value>1 3 12</INSDQualifier_value>
<INSDQualifier_value>@.85</INSDQualifier_value>
6.21. KeanidikaTtop function
Bu3Ha4eHHA OyHKLiA, Wo BigHOCUTbCA A0 MOCNigoBHOCTIL
dopmaT 060B’A3KOro AOBinbHUIA TekcT
3HaYeHHA (3anexHo Bif MOBM: Le 3HaAYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHuXx/perioHanbHUX npoueayp)
Mpuknaan <INSDQualifier_value>essential for recognition of cofactor
</INSDQualifier_value>
MpumiTkm KBanigpikaTtop "function" BMKOPUCTOBYETbCA, AKWO Ha3Ba reHa
Ta/abo Ha3Ba NpoAykTy He nepepawTb OyHKUikw, wWo BigHOCMTbCA A0
nocnipgosHocTi.
6.22. KBanipikaTop gene
Bu3Ha4veHHA CumBON reHa, wo BignoBipae pinsHui nocnipgoBHoCTi
dopmaT 060B’A3KOBOrO [OBinbHUIA TekcT
3HaYeHHA
Mpuknaau <INSDQualifier_value>ilvE</INSDQualifier_value>
MpumMiTkm [nAa 3a3HayeHHA CMMBONly FeHa BUKOPUCTOBYETbCA KBanidpikaTop
"gene"; ANA 3a3HaYeHHA NOBHOI Ha3BW reHa BUKOPUCTOBYETbCA
kBanipikaTtop "standard_name".
6.23. KeanidikaTtop gene_synonym
BuM3Ha4eHHs CWHOHiMiyHuMI, 3amiwyBaHuin, 3acTapinui abo KonuwHin cumson

dopmaT 060B’ A3KOBOIO
3HaYeHHsn

Mpuknaau

MpumiTkun

reHa

[NOBiNnbHUIA TeKCT

(3aneXHo Bij MOBM: Le 3HAYeHHA MOxXe BUMaraTu nepeknagy AanAa

HauioHanbHUX/perioHanbHUX npoueayp)

<INSDQualifier_value>Hox-3.3</INSDQualifier_value>

y ¢yHKuii, B AKi#h 3HayeHHAM kBanidikaTopa reHa € "Hoxc6"

BUKOPUCTOBYETbCA, AKWO BiH KOPUCHWUW AN 3a3HAYeHHA CUMHOHima
CUMBONY reHa; npu BUKOpUCTaHHi kBanidikaTopa "gene_synonym",

OCHOBHWIA CUMBO/MI FeHa MOBWMHEH 3aBXAW 3a3HadaTucA B

kBanidikartopi "gene"
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6.24.

KBanidikaTtop

Bu3Ha4eHHA

dopmaT 3Ha4eHHA

MpumiTkm

germline

MpeacTaBneHa NocnifgoBHicTb He nipfaBanacs coMaTUYHiN
nepebynoBi sk YacTuHi apanTuBHOI iMyHHOI peakuil; ue
HenepebyaoBaHa nocnifoBHicTb, ycnagkoBaHa Bip 6aTbkiBcbkol
reHepaTuBHOI NiHiil

HeMae

KBanidikaTtop "germline" He noBMHEH BUKOPUCTOBYBATUCL ANA
Mo3Ha4YeHHA TOro, wWo Axepenom nocnifosHocTi € ramerta abo
cTaTeBa KniTtuHa; kBanidpikatopu "germline" i "rearranged" He
MOBWMHH1 BMKOpUCTOBYBAaTUCb B OAHiM ¢yHKuii "source";
kBanidpikartopu "germline" i "rearranged" noBuHHIL
BUKOPUCTOBYBATUCb JiMWe AAA MOJIeKys, WO 3[43aTHL [O coMaTU4HOL
nepebynoBn AK YaCcTUHKU afanTuMBHOL iMyHHOI peakuil; [0 Hux
HanexaTb Nokycu T-kAiTuHHMX peuentopiB (TKP) Ta
imyHornobyniHoBi nokycu y wenenHux xpebeTHUX, a TaKox
HernoB'A3aHi nokycu BapiabenbHux nimpounTHUX peuentopis (B/P)
y 6e3wenenHux pub6 (MiHor i mikcuH); kBanidikaTtopu "germline"
i "rearranged" He MNOBMHH1I BMKOPUCTOBYBATUCb 3a MeXaMu Kjacy
Craniata (taxid=89593)

6.25.

KBanidikaTop

Bu3Ha4eHHA

dopmaT 060B’ A3KOBOIO
3HaYeHHn

Mpuknaau

haplogroup

HasBa rpynu oAHaKoBMX rannoTunie, wWo noainAwTb neBHy 3MiHy
nocnifoBHocTi. Fannorpynu 4acTo BUKOPUCTOBYKWTbCA ANA
BiAcTexyBaHHA Mirpauil nonynAauinHux rpyn.

ONOBiNnbHUIA TeKCT
(3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npouesyp)

<INSDQualifier_value>H*</INSDQualifier_value>

6.26.

KBanidikaTop

Bu3Ha4eHHA

dopmaT 060B’A3KOBOrO
3HaYeHHA

Mpuknaau

haplotype

Ha3Ba neBHOI rpynu anenis, 3B'A3aHUX pa3oM Ha OAHiA GiznyHiW
xpomocomi. 3a BipcyTHocTi pekombiHauii, koxeH rannoTun
YyCNagKoBYETbCA K OKpeMa oAMHMUA 1 Moxe BMKOPUCTOBYBATUCH ANs
BiAcTexyBaHHA MOTOKY reHiB y nonynauiax.

OOBiNbHUIA TeKkcT

<INSDQualifier_value>Dw3 B5 Cwl A1</INSDQualifier_value>

6.27.

KeanidikaTtop

Bu3Ha4eHHA

dopmaT 060B’A3KOBOrO
3HAYeHHs

host

npupofHuii (Ha BigmiHy Bip nabopaTopHoro) opraHism-xasAiH, 3
AKoro 6ys0 OTPUMAHO CEKBEHOBaHY MONEKYNy

[OBinbHUIA TekcT
(3anexHo Bip MOBM: Le 3HaAYeHHA MOXe BMMaraTu nepeksagy Ans
HauioHanbHUX/perioHanbHUX npoueayp)
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Mpuknaam <INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<INSDQualifier_value>Homo sapiens 12 year old
girl</INSDQualifier_value>
<INSDQualifier_value>Rhizobium NGR234</INSDQualifier_value>

6.28. KBanidikaTtop identified_by

Bu3HayeHHs IMm's ¢axiBus, AKUIA TakCcOHOMiyHO ipeHTMdikyBaB 3pasok.

dopmaT 060B’A3KOBOrO LOBinbHUI TekcT

3HaYeHHnA (3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy AnA
HauioHanbHUX/perioHanbHUX npouesyp)

Mpuknaau <INSDQualifier_value>John Burns</INSDQualifier_value>

6.29. KBanidikaTop isolate

Bu3HayeHHA Okpemuii i3onAT, 3 AKOro 6ysi0 OTPUMAHO NOCNiAOBHiCTb.

dopmaT 060B’A3KOBOrO AOBinbHUIA TekcT

3HaYyeHHA (3anexHo Bip mMOBM: Le 3HAYeHHA MOXe BMMaraTu nepeknagy Ans
HauioHanbHUX/perioHanbHUX npouesyp)

Mpuknaau <INSDQualifier_value>Patient #152</INSDQualifier_value>
<INSDQualifier_value>DGGE band PSBAC-13</INSDQualifier_value>

6.30. KeanidikaTtop isolation_source

Bu3HayeHHsA Onucye ¢isuyHe, cepepoBuHe Ta/abo micuese reorpadidvxe
nxepeno 6ionoriyHoro 3paska, 3 Akoro 6yso OTpuMaHoO
nocnipoBHicThb.

dopmaT 060B’A3KOBOroO [OBinbHUIA TekcT

3HaYeHHA (3anexHo Bip MOBM: Le 3HAYeHHA MOXe BMMaraTu nepeknagy Ans
HauioHanbHUX/perioHanbHUX npoueayp)

Mpuknaan <INSDQualifier_value>rumen isolates from standard Pelleted
ration-fed steer #67</INSDQualifier_value>
<INSDQualifier_value>permanent Antarctic sea
ice</INSDQualifier_value>
<INSDQualifier_value>denitrifying activated sludge from
carbon_limited continuous reactor</INSDQualifier_value>

MNpumiTkm BukopucToBYy€ETbCA nuwe 3 KkideM ¢yHkuUii "source"; knwo4i
dyHKUin "source", wo mMicTATb KBanidikaTop
"environmental sample", mMawTb Takox MicTuTu kBanidpikaTop
"isolation_source".

6.31. KBanidikaTop lab_host
BU3HaYveHHs HaykoBa Ha3Ba nabopaTopHOoro xa3fiHa, WO BUKOPUCTOBYETbCA ANSA

dopmaT 060B’ A3KOBOIO
3HaYeHHsn

nownprBaHHA BUX1ipgHOro opraHismy, 3 AKoro 6yno OTpUMaHO
ceKkBeHOBaHYy Monekyny

[NOBiNnbHUIA TeKCT
(3anexHo Bip mMoBM: Le 3Ha4yeHHA MOXe BMMaraTu nepeknagy AnA
HauioHanbHUX/perioHanbHUX npoueayp)
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Mpuknaam <INSDQualifier_value>Gallus gallus</INSDQualifier_value>
<INSDQualifier_value>Gallus gallus
embryo</INSDQualifier_value>
<INSDQualifier_value>Escherichia coli strain DH5
alpha</INSDQualifier_value>
<INSDQualifier_value>Homo sapiens Hela
cells</INSDQualifier_value>

MpumiTkm flkwo BigoMO, MaEe BUMKOPUCTOBYBATUCb NoBHAa 6iHomMianbHa HasBa
opraHismy-xasfAiHa; TakoX MOXe BK/JKWYaTUCb A0AATKOBAa YMOBHA
iHpopmauia cTOCOBHO Xa3AiHa

6.32. KeanidikaTtop lab_1lon

BusHa4yeHHA FeorpadpivyHi kKoopAMHATM Micue3HaxopxeHHA, Ae 6yno npuiHATO
3pa3oK Ha 36epexeHHA

dopmaT 060B’A3KOBOrO AOBinbHUIA TekCT - rpagycu wupoTu i goBrotu y ¢dopmati

3Ha4eHHA "rirr.reer] ndow. [ngow. rlrr.reer] 3x.4. | ox.al”

Mpuknaau <INSDQualifier_value>47.94 N 28.12 W</INSDQualifier_value>
<INSDQualifier_value>45.0123 S 4.1234 E</INSDQualifier_value>

6.33. KeanidikaTtop macronuclear

BW3Ha4veHHA flkwo npepcTaBneHa nocnipoBHicTtb € [JHK i oTpumaHa 3 opraHismy,
Wo nNippaeTbcA XPOMOCOMHiN aAudepeHuiauii mix MakpoHyk/ieapHow i
MiKkpoHyKk/ieapHoKw cTagiamu, uei kBanipikaTop BUKOPUCTOBYETbCA
ONA MO3HA4YeHHA TOro, Wo nocnifoBHicTb oTpuMmaHa 3
MakpoHykneapHol JHK

dopmaT 3Ha4eHHA Hemae

6.34. KeanidikaTtop map

Bu3HayeHHA MonoxeHHA ¢yHKUil Ha reHomMHin kapTi

dopmaT 060B’ A3KOBOrO ONOBiNbHUIA TeKCT

3HaYeHHs

Mpuknaau <INSDQualifier_value>8ql2-q13</INSDQualifier_value>

6.35. KBanidikaTop mating_type
BU3Ha4veHHs Tun napyBaHHA opraHismy, 3 skoro 6yfno oTpuMaHO NocnifoBHicThb;

dopmaT 060B’ A3KOBOIO
3HaYeHHs

Mpuknaau

TUN NapyBaHHA 3acCTOCOBYETbCA A0 MpokapioTiB, a Takox Ao
eykapioTiB, 3maTHUX A0 Melo3y 6e3 cTaTeBO AWMOPPHUX rameT

[NOBiNbHUIA TeKkCT
(3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npoueayp)

<INSDQualifier_value>MAT-1</INSDQualifier_value>
<INSDQualifier_value>plus</INSDQualifier_value>

rpyaeHs 2020



CTOpiHKa 38

<INSDQualifier_value>-</INSDQualifier_value>
<INSDQualifier_value>odd</INSDQualifier_value>
<INSDQualifier_value>even</INSDQualifier_value>

MpumiTkm 3HaveHHA "male" i "female" kBanipikaTopa "mating_type" piicHi
ANns npokapioTiB, a He gnA eykapioTis;
feTanbHa iH¢opmauisa mMicTuTbes y 3anuci cTocoBHO kBanidikaTopa
"eax"
6.36. KeanidikaTtop mobile_element_type
Bu3HayeHHs Tun i Ha3Ba abo kBanidikaTop MO6iNbHOrO eneMeHTy, WO
ONUCYETBHCA MepBUHHOKW QYHKLIiEW
dopmaT 060B’A3KOBOrO <mobile_element_type>[:<mobile_element_name>], ae
3Ha4YeHHA <mobile_element_type> € ogHUM 13 HACTynHMX TepMiHiB:
transposon
retrotransposon
integron
insertion sequence
non-LTR retrotransposon
SINE
MITE
LINE
other
Mpuknaau <INSDQualifier_value>transposon:Tnp9</INSDQualifier_value>
MpumiTkm KBanipikaTtop "mobile_element_type" pidicHuii nuwe ana kiwya
¢yHKUiI "mobile_element™. Mob6inbHuit enemeHT Mae
BUKOPUCTOBYBATUCb ANA NpeAcTaBfieHHs obox enemeHTiB, wWo Hapasi
€ MOb6inbHUMKM, a TaKoX enemMeHTiB, AKi 6ynM MoO6inbHMMM paHiwe.
3HayeHHAa "other" pna <mobile_element_type> noTpebye
3a3HayeHHA <mobile_element_name>
6.37. KBanidikaTop mod_base
BuW3Ha4eHHA CKOPOYEeHHA AnAa MoAMpikoBaHOI HYKNEOTMAHOI OCHOBU
dopmaT 060B’A3KOBOrO OpHe i3 ckopo4yeHb AnA MoAMPiKOBAHUX OCHOB, HaBEAEHUX Y
3HAYeHHA Po3gini 2 uboro poAaaTky
Mpuknaau <INSDQualifier_value>m5c</INSDQualifier_value>
<INSDQualifier_value>OTHER</INSDQualifier_value>
MNpumiTkm NeBH1 mogupikoBaHi HykneoTuau, He 3a3HadveHi y Po3pgini 2 uboro
Jopnatky, onucywTbcsa cnoBom "OTHER", wWo BKa3yeTbCSA fAIK 3HAYEHHA
kBanidikatopa "mod_base", i wnAaxom BKAWYeHHA kKBanipikaTopa
"note" 3 MOBHOW Ha3BOKW MOAM(PiKOBAHOLI OCHOBM AK MO0 3HAYEeHHAM
6.38. KBanidikaTop mol_type
Bu3HayeHHs MonekynsipHMl TUN MNOCNifoBHOCTi

dopmaT 060B’A3KOBOro
3HAYeHHs

OfHe i3 TakuWxX 3Ha4YeHb:
genomic DNA
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Mpuknaau

MpumiTkm

genomic RNA
mRNA

tRNA

rRNA

other RNA

other DNA
transcribed RNA
viral cRNA
unassigned DNA
unassigned RNA

<INSDQualifier_value>genomic DNA</INSDQualifier_value>
<INSDQualifier_value>other RNA</INSDQualifier_value>

KeanidpikaTtop "mol_type" € o60B'sA3koBUM Ana kawda OyHKuUil
"source"; 3HayeHHA "genomic DNA" He O3Haya€e, WO Monekyna €
ApepHow (Hanpuknag, opraHenbHa i nnasmigHa [AHK noBuHHi
OnuMCyBaTUCA, BUKOPUCTOBYHYM 3HayeHHs "genomic DNA"); renu
pubocomHol AHK NOBWMHHiI onucyBaTUCA, BUKOPUCTOBYHYU 3HAYEHHSA
"genomic DNA"; 3HayeHHA "rRNA" noBMHHa BUKOPUCTOBYBATUCH,
Nvwe AKwWo 6yno CekBEeHOBAHO BlacHe Mosiekyny pubocomHoil [HK;
3Ha4eHHA "other RNA" i "other DNA" noBuHHi 3acTocoByBaTUCb A0
CUHTETUYHUX MONeKyn, 3HadeHHA "unassigned DNA" i "unassigned
RNA" noBMHH1 3acTocCOBYyBaTWUCb, AKWO mMosekyna in vivo HeBipoma.

6.39.

KsanipikaTop

Bu3Ha4eHHA

dopmaT 060B’ A3KOBOrO
3HaYeHHA

Mpuknaau

ncRNA_class

CTpyKTYypHUIA onuc knacudpikauil Hexkoayw4doi PHK, onucanui
nepBuMHHUM KJlo4em "ncRNA"

TYPE

fe "TYPE" € ogHuM i3 Takux CTaHAapTU30BaHMX TepMiHiB abo
BUC/IOBiB:
antisense_RNA
autocatalytically spliced_intron
ribozyme
hammerhead_ribozyme
1ncRNA

RNase_P_RNA

RNase MRP_RNA
telomerase_RNA
guide_RNA

SERNA

rasiRNA

SCRNA

scaRNA

siRNA

pre_miRNA

miRNA

piRNA

SnoRNA

SnRNA

SRP_RNA

vault_RNA

Y_RNA

other

<INSDQualifier_value>autocatalytically_spliced_intron
</INSDQualifier_value>
<INSDQualifier_value>siRNA</INSDQualifier_value>
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<INSDQualifier_value>scRNA</INSDQualifier_value>
<INSDQualifier_value>other</INSDQualifier_value>

MpumiTkm MeBHi TMNM HekofoBaHWX PHK, mno3HayeHHA AKMX BiacyTHi y
CTaHfapTu3oBaHii nekcuui pna kBanidikaTtopa "ncRNA_class”,
MOBWMHHi 6yTM onucaHi wnaxom HaBefeHHA "other" AK 3Ha4YeHHSA
kBanidpikatopa "ncRNA_class" i HapjaHHA BianoBigHoro ctucnoro
NosicCHeHHA B kBanidikaTtopi "note"
6.40. KeanidikaTtop note
Bu3HayeHHs Byab-AKki npumiTku abo popaTkoBa iHdopmauin
dopmaT 060B’A3KOBOroO OOBiNbHUI TeKkCT
3HaYeHHn (3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npouesyp)
Mpuknaau <INSDQualifier_value>A comment about the
feature</INSDQualifier_value>
6.41. KBanidikaTop number
BU3Ha4veHHsA Yucno AnA MO3HAYeHHA MOpAAKY FeHeTUYHUX enemMeHTiB (Hanpuknag,
eK30HiB abo iHTpoHiB) y Hanpamky Bip 5'-kiHus o 3'-kiHuA
dopmaT 060B’A3KOBOrO [OBinbHUIA TekcT (6e3 npobinie)
3HaYeHHn
Mpuknaau <INSDQualifier_value>4</INSDQualifier_value>
<INSDQualifier_value>6B</INSDQualifier_value>
MpumiTkm TekcT, obmexeHui uinumu uucnamu, 6GykBamum abo KombiHauismu
uinux yumcen i/abo 6yKkB, WO NpPeACTaBAAKTLCA SAK 3HAYEHHA [AHUX,
AKi He micTATb npob6binie; 6byab-Aki popaTkoBi TepmiHuM cnip
BK/WYATK A0 KBanipikaTtopa "standard_name". Mpuknag:
kBanidikatop "number" i3 3HaveHHAM "2A" Ta kBanipikaTop
"standard_name" i3 3HaveHHAM "long"
6.42. KBanidikaTop operon
BU3HaYveHHs Hasea rpynu 6e3nepepBHWX reHiB, TpaHCKPUOOBaHUX B OAMH
TPaHCKPUNT, A0 SKOro HanexuTb dyHKuin
dopmaT 060B’ A3KOBOIO [NOBiNnbHUIA TeKCT
3HaYeHHs
Mpuknaau <INSDQualifier_value>lac</INSDQualifier_value>
6.43. KeanidikaTtop organelle
BU3HAYeHHs Tun BHYTPiwHbOKAiTWHHOI CTpPYyKTypu, 3B'fA3aHOLI 3 MemMbpaHow, 3

dopmaT 060B’A3KOBOro
3HaYeHHn

AKOI 6yno oTpumaHo nocnifoBHiCTb

OavH 13 TakuMx CTaHAapTU30BaHUX TepmiHiB abo BuCIOBiB:
chromatophore
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Mpuknaan

hydrogenosome
mitochondrion
nucleomorph

plastid
mitochondrion:kinetoplast
plastid:chloroplast
plastid:apicoplast
plastid:chromoplast
plastid:cyanelle
plastid:leucoplast
plastid:proplastid

<INSDQualifier_value>chromatophore</INSDQualifier_value>
<INSDQualifier_value>hydrogenosome</INSDQualifier_value>
<INSDQualifier_value>mitochondrion</INSDQualifier_value>
<INSDQualifier_value>nucleomorph</INSDQualifier_value>
<INSDQualifier_value>plastid</INSDQualifier_value>
<INSDQualifier_value>mitochondrion:kinetoplast</INSDQualifier
_value>
<INSDQualifier_value>plastid:chloroplast</INSDQualifier_value
>
<INSDQualifier_value>plastid:apicoplast</INSDQualifier_value>
<INSDQualifier_value>plastid:chromoplast</INSDQualifier_value
>

<INSDQualifier_value>plastid:cyanelle</INSDQualifier_value>
<INSDQualifier_value>plastid:leucoplast</INSDQualifier_value>
<INSDQualifier_value>plastid:proplastid</INSDQualifier_value>

6.44.

KBanidikaTop

Bu3Ha4eHHA

dopmaT 060B’ A3KOBOrO
3HaYeHHn

Mpuknaau

organism

HaykoBa Ha3Ba opraHismy, WO HajaB reHeTUYHWW mMaTepian
nocnipoBHocTi, Akwo Bigomo, abo [OCTYMNHa TakKCOHOMi4Ha
iHdopmauia, AKWO opraHiam He € knacudpikoBaHuM; abo 3a3HAYeHHA
TOro, WO NOCNiAOBHiICTb € CUHTETUYHUM KOHCTPYKTOM

ONOBiNbHUIA TeKCT
(3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npouesyp)

<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

6.45.

KBanidikaTop

Bu3Ha4eHHA

dopmaT 060B’ A3KOBOIO
3HaYeHHs

Mpuknaau

PCR_primers

Mpaiimepu MNP, BukopucTaHi gna amnnidikauii nocnipoBHOCTi.
OavH kBanidikatop "/PCR_primers" mae micTutu BCi npaimepu, wo
BukopucTtoBywTbca ana MNP. fAkwo B ogHii MNP npucyTHi gekinbka
npaAMMX abo 3BOPOTHUX MpalimepiB, Ma€e 6yTU MPUCYTHA MHOXMHA
HabopiB 3HayeHb "fwd_name/fwd_seq or rev_name/rev_seq"

[fwd_name: XXX1, ]fwd_seq: xxxxx1l,[fwd _name: XXX2, ]Jfwd_seq:
XXXXx2, [rev_name: YYY1, ]rev_seq: yyyyyl,[rev_name:
YYY2, ]rev_seq: yyyyy2

<INSDQualifier_value>fwd_name: CO1P1, fwd_seq:
ttgattttttggtcayccwgaagt,rev_name: CO1R4, rev_seq:
ccwvytardcctarraartgttg</INSDQualifier_value>
<INSDQualifier_value>fwd_name: hogel, fwd_seq:
cgkgtgtatcttact, rev_name: hoge2, rev_seq:
cg&lt;i&gt;gtgtatcttact</INSDQualifier_value>
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<INSDQualifier_value>fwd_name: CO1P1, fwd_seq:
ttgattttttggtcayccwgaagt, fwd_name: CO1P2, fwd_seq:
gatacacaggtcayccwgaagt, rev_name: CO1R4, rev_seq:
ccwvytardcctarraartgttg</INSDQualifier_value>

MpumiTkm "fwd_seq" i "rev_seq" € o6oB'sazkoBumu; "fwd_name" i
"rev_name" € Heob60B'A3KOBUMM.
06uaBi mocnipgoBHOCTi NoBWHHI npeacTaBnATUCA y nopaaky 5'>3'.
MocnifoBHOCTi MOBMHHL NpeACcTaBAATUCA CUMBOJIaMU, HABEAEHUMU Y
Po3pini 1 uboro fopaTka, okpim moaudikoBaHMX OCHOB, AKi
noBuHHi nomiwaTucs B KkyToBi Ayxku (< >). ¥ komi XML, kyToBi
ayxkn "<" i ">" poBuHHi 3amiHwBaTucA Ha "&Lt;" i "&gt;",
ocKinbku B XML BOHM € 3ape3epBOBAHUMW CUMBOJIAMM.
6.46. KeanidikaTtop phenotype
Bu3HayeHHA ®eHOTUN, WO NipTBEpAXYETbCA OYyHKUi€EW, npuyomy ¢eHOTUN
BW3Ha4YaeTbcA AK ¢pismyHa, 6ioximiyna abo nosepiHkoBa
XapaKTepucTUKa YU CYKYMHiCTb XapaKTepucTuk
dopmaT 060B’A3KOBOrO AOBinbHUIA TekcT
3HaYeHHA (3anexHo Bif MOBM: Le 3HAYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npouesyp)
Mpuknaam <INSDQualifier_value>erythromycin
resistance</INSDQualifier_value>
6.47. KeanidikaTtop plasmid
Bu3HayeHHsA HasBa npupoaHoil nnasmiam, 3 AKoi 6yno oTpuMaHO NOCNiAOBHiCTb;
nnasmiga BM3HAYAETbLCA AK He3aNexHo pennikauiiHa reHeTuyYHa
OAMHUUA, WO He Moxe 6yTu onucaHa kBanidpikaTtopamu "chromosome™
abo "segment"
dopmaT 060B’A3KOBOrO [OBinbHUIA TekcT
3HaYeHHA
Mpuknaau <INSDQualifier_value>pC589</INSDQualifier_value>
6.48. KBanipikaTop pop_variant
BU3HaYveHHsn Hasea cy6bnonynsauii abo ¢eHoTuny 3paska, 3 AKOro MNOXOAUTb
nocnipoBHicTb
dopmaT 060B’ A3KOBOIO [NOBiNnbHUIA TeKCT
3HaYeHHsn (3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX Mpoueayp)
Mpuknaau <INSDQualifier_value>popl</INSDQualifier_value>
<INSDQualifier_value>Bear Paw</INSDQualifier_value>
6.49. KBanidikaTop product
Bu3Ha4eHHs HasBa npoaykTy, noB'A3aHoro 3 ¢yHkuiew, Hanpuknag, MPHK

oyHkuii "mRNA", noninentug ¢yHkuii “CDS", 3pinui nentug
oyHkuii "mat_peptide" Towo.
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dopmaT 060B’A3KOBOrO
3HaYeHHn

[OBiNbHUIA TekcT
(3anexHo Bip MOBM: Lie 3HaAYeHHA MOXe BMMaraTu nepeknagy Ans
HauioHanbHUX/perioHanbHUX npouesyp)

Mpuknaam <INSDQualifier_value>trypsinogen</INSDQualifier_value> (akwo
kBanidikatop npucyTHih y ¢yHkuii "CDS")
<INSDQualifier_value>trypsin</INSDQualifier_value> (akuwo
kBanipikaTop npucyTHii y ¢yHkuii "mat_peptide")
<INSDQualifier_value>XYZ neural-specific
transcript</INSDQualifier_value> (Akwo kBanidikaTop npucyTHii
y oyHkuii "mRNA™)

6.50. KeanidikaTtop protein_id

BusHa4yeHHA IpeHTndikauyitHmin Homep 6inkoBOI MocnifoBHOCTi; uine 4ucno, wWo
BUKOPUCTOBYETbCA B Mepeniky nocnifoBHOCTeN AnA MO3HAYEeHHA
6inkoBoi nocnipoBHoCcTi, 3akoAoBaHOI KoAyw4ow nocnifoBHicTw,
BMW3Ha4veHow BignoBigHum knwdem ¢yHkuii "CDS" Ta kBanidikaTopom
"translation”

dopmaT 060B’ A3KOBOIrO uine 4ucno 6inbwe HynA

3HaYeHHA

Mpuknaau <INSDQualifier_value>89</INSDQualifier_value>

6.51. KeanidikaTtop proviral

Bu3HayeHHsA LUei kBanipikaTop BUKOPUCTOBYETHLCA AJIA MO3HAYEHHA
nocnipoBHocTi, oTpumaHol 3 Bipycy abo 6akTepiodary,
iHTerpoBaHoro B reHom iHworo opraHismy

dopmaT 3Ha4eHHA Hemae

6.52. KeanidikaTtop pseudo

Bu3HayeHHA Bka3ye Ha Te, wo us ¢yHkuiAa € HedyHKLiOHanbHOW Bepciew
eNnemMeHTy, Ha3BaHOro kjwyem ¢yHKUiI

dopMaT 3HauYeHHA Hemae

MpumiTkun KBanidikaTtop "pseudo" mae BMKOpUCTOBYBATUCb ANA OMUCY
HedyHKLi1OHaNbHUX reHiB, AKi dopManbHO He OMUCYHTbLCA AK
nceBAOreHW, Hanpuknag, KoAayw4da NocnifoBHicTb He Mae
TpaHcnAauil 3 iHWMX NpuYuH Hix nceBporeHeTUYHi nopgii. IHwi
NMPUYUHU MOXYTb BKJIIOHATM MOMUIKWU CeKBEHYBaHHA abo cknajaHHsA
Ins onucy nceBporeHiB NOBUHEH BUKOPUCTOBYBATUChb KBanidikatop
"pseudogene" i3 3a3HayeHHAM Tuny (TYPE) ncesBhoreHa.

6.53. KeanidikaTtop pseudogene
BU3HaYveHHs Bka3ye Ha Te, wo us ¢yHKUis € nceBAOreHOM eneMeHTY, Ha3BaHOro

dopmaT 060B’ A3KOBOIO

Knoyem yHkuUil

TYPE
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3Ha4YeHHA

Mpuknaau

MpumiTkm

fe "TYPE" € opHMM i3 Takux CTaHAapTU30BaHMX TepMiHiB abo
BUC/IOBiB:

processed

unprocessed

unitary

allelic

unknown

<INSDQualifier_value>processed</INSDQualifier_value>
<INSDQualifier_value>unprocessed</INSDQualifier_value>
<INSDQualifier_value>unitary</INSDQualifier_value>
<INSDQualifier_value>allelic</INSDQualifier_value>
<INSDQualifier_value>unknown</INSDQualifier_value>

BusHayeHHA 3HayeHb "TYPE":

processed - nceBAOreH 3'ABWMBCA YHAacNifok 3BOPOTHOL
TpaHckpunuii MPHK y kAHK 3 nopanbwow peiHTerpauie€w B reHom.
Takum 4uHOM, BiH yTpaTuB 6yAb-AKY 1HTPOHHY/EK30HHY CTpYKTYpYy
i moxnuBo Habye ncesgo-noni(A) xBicT.

unprocessed - nceBgoreH 3'sBuBcA 3 Konii 6aTbkiBcbKOro reHa
BHacnipok Ay6nioBaHHA 3 nojanbliMM HAKOMWYEHHAM BUMAaAKOBUX
MyTauiin. 3miHu, nopiBHAHO 3 IX QYHKUIOHaNbHMUM FOMONOroM,
BKJIOYAKTb BCTaBKMW, BUAANEHHA, MNepefyacHi cTon-KoAOHM, 3CYyBHU
pamku i 6inbwy YacTKy HeCWMHOHiMiyHMX (MPOTM CUHOHIMiYHMX)
3aMiH.

unitary - nceBporeH He mMa€e nepuwopxepena. BiH € opuriHanbHum
reHom, ¢yHKUiOHanbHMM B OfHOMY BMA1l, NpoTe MOpYWEeHUM AKUMOCH
YMHOM B iHwomy Buai abo wTami.

allelic - (yHiTapHuil) nceBporeH, cTabinbHuii B nonynsuii Ta,
woHaWBaxnuBiwe, ma€e PyHKUiOHanNbHWWA anbTepHATUBHUN anenb, WO
TaKoX 3HaxoAuTbCA y nonynauii. Tob6To, OAMH WTaM Moxe MaTw
reH, a iHwui wtam Moxe MaTu ncesBgoreH. lansotunu MHC MawTb
anenbHi ncesporeHu.

unknown - nofaBeub He 3HA€E cnocoby nceBporeHisauii.

6.54.

KBanipikaTop

Bu3Ha4eHHA

dopmaT 3Ha4eHHA

MpumiTkun

rearranged

MocnipoBHicTb, nNpeacTaBneHa y 3anuci, nigaaBanacA CoMaTUYHiN
nepebynoBi AK 4YacTuHi apanTuBHOL iMyHHOI peakuil; BOHa He €
HenepebyaoBaHOW MOCNifoOBHiCcTW, ycnagkoBaHOW Bij 6aTbkKiBCbKOI
reHepaTuBHOI NiHil

HeMae

KesanidpikaTtop "rearranged" He NOBMHEH BUKOpPUCTOBYBaTUCb ANA
QHOTYBaHHA XPOMOCOMHUX NepebynoB, ki He 6epyTb yyacTb B
apanTUBHiA imyHHilA peakuii; kBanipikaTopu "germline” i
"rearranged"” He MOBWHH1 BWMKOPUCTOBYBATUCb B OAH1N ¢QyHKU1I
"source"; kBanidikaTtopu "germline" i "rearranged" noBuHHi
BUKOPUCTOBYBATUCb NuWe ANA MOJIeKYysl, 3AaTHUX A0 COMaTU4YHOI
nepebynoBu SIK YaCTUHM afanTUBHOI iMyHHOI peakuii; A0 Hux
HanexaTb Nokycu T-kAiTuHHMX peuentopiB (TKP) Ta
imyHornobyniHoBi nokycu y wenenHux xpebeTHUX, a TakoOX
HenoB'A3aHi nokycu BapiabenbHux nimpounmTHUX peuentopis (BJIP)
y 6e3wenenHux pub (MiHor i mikcwuH); kBanidikatopu "germline"
i "rearranged" He NOBMHH1 BMKOPWCTOBYBATWUCb 3a MeXaMu Knacy
Craniata (taxid=89593)

6.55.

KBanidikaTop

recombination_class
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Bu3Ha4eHHA

dopmaT 060B’A3KOBOrO
3HaYeHHn

Mpuknaau

MpumiTkm

CTPYKTYpoBaHui onuc knacudpikauii obnacTti rapayumx To4ok
pekomMbiHauii B mexax mocnipgoBHocTi

TYPE

fe "TYPE" € opHMM i3 Takux CTaHAapTU30BaHMX TepMiHiB abo
BUC/IOBiB:

meiotic

mitotic_recombination
non_allelic_homologous_recombination_region
chromosome_breakpoint

other

<INSDQualifier_value>meioticrecombination</INSDQualifier_valu
e>
<INSDQualifier_value>chromosome_breakpoint</INSDQualifier_val
ue>

NeBH1 knacu pekombiHauii, no3Ha4veHHA AKMX BipcyTH1 y
CTaHAapTu3oBaHin nekcuui pna kBanidikaTopa
"recombination_class", noBuHHi1 6yTu onucaHl wnAXom HaBeAeHHA
"other" Ak 3HayeHHA kBanipikaTopa "recombination_class" i
HaJaHHA BiANOBiAHOro CTUCAOro MOACHEHHA B KBanigikaTtopi
"note"

.56.

KBanidikaTop

Bu3Ha4eHHA

dopmaT 060B’ A3KOBOIO
3HaYeHHn

Mpuknaau

regulatory_class

CTPYKTYpOBaHui onuc knacupikauil TpaHckpunuiinHmx,
TpaHCNAUiiHUX, pennikauiHWX Ta perynAaToOpHUX enemeHTiB, wWo
CTOCYWTbCA CTPYKTYpU XpOMaTuHy, B MocnipgoBHocTi

TYPE

ae "TYPE" € opHMM i3 Takux CTaHAapTU30BaHMX TepMiHiB abo
BMC/IOBiB:

attenuator

CAAT_signal

DNase_I_hypersensitive_site

enhancer
enhancer_blocking_element
GC_signal
imprinting_control_region
insulator

locus_control_region
matrix_attachment_region
minus_35_signal
minus_10_signal

polyA signal_sequence
promoter
recoding_stimulatory_region
replication_regulatory_region
response_element
ribosome_binding_site
riboswitch

silencer

TATA_box

terminator
transcriptional_cis_regulatory_region
other

<INSDQualifier_value>promoter</INSDQualifier_value>
<INSDQualifier_value>enhancer</INSDQualifier_value>
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<INSDQualifier_value>ribosome_binding_site</INSDQualifier_val
ue>

MpumiTkm MNeBHi perynATopHi knacu, MNO3HAYEHHS AKUX BiAcyTHi y
CTaHfapTu3oBaHil nekcuui pna kBanidikaTopa
"regulatory_class", noBuHHi 6yTu onucaHi wnAxom HaBeAeHHS
"other" sk 3HayeHHs kBanidikaTopa "regulatory_class" i
HafaHHA BignoBigHOro cTuMcnoro NoAcHeHHA B kBanidikaTopi
"note"
6.57. KeanidikaTtop replace
Bu3HayeHHs Bka3ye Ha Te, WO nNocnifoBHicTb, ipeHTudikoBaHa B Nokanisauiil
oyHkUil, 3amiwyeTbcA nocnipoBHicTw, HaBeAeHOW y 3HAYeHHi
KBanipikaTopa; AKwo kBanipikaTop He MicTUTb XoAgHOI
nocnifoHocTti (To6TO, HE MAa€E 3HAYEHHA), Ue O3HAYaE BUAANEHHSA
dopmaT 060B’A3KOBOrO AOBinbHUIA TekcT
3HaYeHHA
Mpuknaau <INSDQualifier_value>a</INSDQualifier_value>
<INSDQualifier_value></INSDQualifier_value> - ana BuganeHHs
6.58. KeanidikaTtop ribosomal_slippage
Bu3HayeHHA Nig 4ac 6inkoBoi TpaHcasuii neBHi nocnipoBHOCTL MOXyTb
nporpamyBaTu pubocomMu Ha nepexip A0 anbTepHaTUBHOI pamku
34YMTyBaAHHA 33 AOMOMOIrOW MexaHi3my, Bigomoro sk pubocomHe
NpOCNAN3aHHSA
dopMaT 3HaYeHHA Hemae
MpumiTkyn OnepaTtop "join", Hanpuknap: [join(486..1784,1787..4810]
NOBUHEH BMKOPUCTOBYBAaTUCb B NoKanisauii ¢yHkuUil koayw4ol
nocnipoBHoCTi AnA no3HayeHHA nokaniszauii "ribosomal_slippage”
6.59. KBanidikaTop rpt_family
Bu3HayeHHA Tvn noBTopwBaHOl nocnipgoBHOCTi; Hanpuknag, "Alu" abo "Kpn"
dopmaT 060B’ A3KOBOIO [NOBiNnbHUIA TeKkCT
3HaYeHHs
Mpuknaau <INSDQualifier_value>Alu</INSDQualifier_value>
6.60. KBanidikaTop rpt_type
Bu3HayeHHs CTpyKTypa Ta po3nofin noBTopwBaHOl mocnipgoBHOCTi

dopmaT 060B’A3KOBOrO
3HAYeHHs

OavH 13 TakuMx CTaHAapTU30BaHUX TepmiHiB abo BuCOBiB:
tandem

direct

inverted

flanking

nested
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terminal

dispersed

long_terminal_repeat
non_ltr_retrotransposon_polymeric_tract
centromeric_repeat

telomeric_repeat
x_element_combinatorial_ repeat
y_prime_element

other

Mpuknaam <INSDQualifier_value>inverted</INSDQualifier_value>
<INSDQualifier_value>long_terminal_repeat</INSDQualifier_valu
e>

MpumiTkm
BM3Ha4YeHHA 3Ha4eHb:
tandem - noBTOp, CYMiXHWK 3 iHWMM NOBTOpOM Yy Til camin
opieHTauii;
direct - noBTOp, He 3aBXAM CYMiXHuWW, nNpoTe y Tin camin
opieHTauii;
inverted - napa noBTOpiB, WO 3yCTpPiYa€eTbCA y 3BOPOTHiW
opieHTauil oguH po opHoro y Tii camin monekyni;
flanking - nmoBTOp Mo3a Mexamu MOCNifOBHOCTi, AnA Akoi BiH €
¢yHKkUioHanbHO BaxnuBuM (Hanpuknag, LinboBuMiA callT BCTaBKU
TpPaHCMNO30HiB);
nested - noBTOp, AKWIA NOPYWYETbLCA WAAXOM BCTAaBKM iHworo
efemMeHTa;
dispersed - noBTOp, po3ocepenxeHuMin Mo BCbOMY FeHOMY;
terminal - noBTOp Ha KiHuAX 1 B Mexax MOCNifoOBHOCTi, AnAa Aol
BiH € ¢yHKUioHanbHO BaxnuBuM (Hanpuknagz, LOBruUi KiHueBuit
MOBTOp TPaHCMNO30HiB);
long terminal_repeat - nocnipoBHicTb, Aka 6e3nocepefHbo
NMOBTOPHETBLCA Ha 060X KiHuAx meBHOI nocnipoBHoCTi, 30Kkpema, wWo
3ycTpivaeTbca B peTpoBipycax;
non_ltr_retrotransposon_polymeric_tract - nonimepHuint TpakT,
Takuii Ak noni(pA), B mMexax HepoBroro kiHuesoro nosTopy (LTR)
peTpoTpaHCNO30HY ;
centromeric_repeat - obnacTb MOBTOpY, WO 3HAaXOAUTbCA B MeXax
MOAYNbHOIO LieHTpoMepa;
telomeric_repeat - obnacTb MOBTOpY, WO 3HAaXOAUTbCA B MexXax
Tenomepa;
X_element_combinatorial_repeat - obnacTb noBTOpy, po3TawoBaHa
Mix enemeHToM "X" Ta TesioMepoM abo CyMixHuM enemeHTom "Y'";
y_prime_element - obnacTb noBTOpy, po3TawoBaHa MNopsAA 3
TesoMepHMMU noBTOopamum abo KOM6iHAaTOPHMMKM NOBTOPaMU e€NieMEHTY
"X" Ak ogHa koniA abo AK TaHAeMHMI MOBTOp Bipg ABOX A0
YOTMPbOX KOMiii;
other - noBTop, wWo BMABNAE BaxAuBl BnacTMBOCTi, AKi He MOXyTb
6yTU OonMMcaHi iHWMMM 3HAYeHHAMM.

KeanidikaTtop rpt_unit_range
Bu3HayeHHA JNlokanizauis noBTopwBaHOl oaMHMUi, BupaxeHa AK Aiana3oH

®opmMaT 060B’ A3KOBOTO <base_range>, pe <base_range> € nepwokw Ta OCTaHHbOW OCHOBaMM
3HAYeHHA (po3aineHumn ABoMa Kpankamu) noBTopwBaHOl oauHMul

Mpuknaam <INSDQualifier_value>202..245</INSDQualifier_value>

anMiTKM BMKOpUCTOBYETbLCA ANA MO3HAYeHHA MeX OCHOBU nocnigoBHocTi, wWwo
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€ TMOBTOPHWBAHOKW OAMHULEW, B Mexax AiNfAHKM, BM3HAYEHOI KJw4amu
oyHkuin "oriT" i "repeat_region".

6.62. KBanidikaTtop rpt_unit_seq
Bu3HayeHHs IneHTudikauis nosTopwBaHoi nocnipoBHocTi
dopmaT 060B’A3KOBOrO [OOBiNbHUIA TeKkCT
3HaYeHHnA
Mpuknaam <INSDQualifier_value>aagggc</INSDQualifier_value>
<INSDQualifier_value>ag(5)tg(8)</INSDQualifier_value>
<INSDQualifier_value>(AAAGA)6(AAAA)1(AAAGA)12</INSDQualifier_
value>
MpumiTkm BUKOPUCTOBYETbCA ANA MO3HavyeHHA 6ykBeHOoI nmocnipoBHocTi, wo
CTaHOBUTb MOBTOPHWBaHY OAMHULKW B Mexax obnacTi, Bu3HayeHOI
Knwdamn ¢yHkuin "oriT" i "repeat_region”
6.63. KBanidikaTop satellite
BW3Ha4veHHA KBanidikatop AHK-mapkepa caTeniTta, WO CKNAJAETbCA 3 MHOXWUHMU
TaHAeMHUX noBTopiB (iAeHTUYHMX abo MOB'A3aHMX) KOPOTKOI
6a30B0I noBTOpwBaHOI oauMHMui
dopmaT 060B’A3KOBOrO <satellite_type>[:<class>][ <identifier>], ge
3Ha4YeHHA <satellite_type> € oAHMM i3 HACTynHuUX TepmiHiB:
satellite;
microsatellite;
minisatellite
Mpuknaau <INSDQualifier_value>satellite: Sla</INSDQualifier_value>
<INSDQualifier_value>satellite: alpha</INSDQualifier_value>
<INSDQualifier_value>satellite: gamma
ITII</INSDQualifier_value>
<INSDQualifier_value>microsatellite:
DC130</INSDQualifier_value>
MpumiTkm BaraTto caTenitiB MawTb HyKNeoTWUAHMIA cknap abo iHwi
BnacTuBocTi, Aki BigpisHawTbcA Bip cknagy i BnacTuBocTedn
pewTu reHoma, WO AO3BONAE iaeHTuUPikyBaTHM IX.
6.64. KeanidikaTtop segment
BM3HayeHHA HasBa cekBeHoBaHOro BipycHoro abo 6akTepioparoBoro ¢parmeHTy
dopmaT 060B’ A3KOBOIO [NOBiNnbHUIA TeKkCT
3HaYeHHs
Mpuknaau <INSDQualifier_value>6</INSDQualifier_value>
6.65. KBanidikaTop serotype
BuU3Ha4eHHA CeponioriyHe pi3HOMaHiTTA BMAiB, WO BiApi3HAETbLCA CBOIMM

AHTUFeHHUMN BNACTUBOCTAMU
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dopmaT 060B’A3KOBOrO
3HaYeHHn

[OBiNbHUIA TekcT
(3anexHo Bip MOBM: Le 3HaAYeHHA MOXe BMMaraTu nepeknagy Ans
HauioHanbHUX/perioHanbHUX npouesyp)

Mpuknaam <INSDQualifier_value>B1</INSDQualifier_value>

MpumiTkm BUKOpPUCTOBYETbLCA AMwe 3 KadeMm ¢yHkuii "source";
BakTepionoriyHuii Kogekc peKoMeHAYE BUKOPUCTOBYBAaTU TepMiH
'cepoBap' 3amicTb TepmiHy 'cepoTun' ana npokapioTiB; AuB.
[lonoBHeHHs 10.B "BHyTpiwHboBuMAoBi TepmiHu" MixHapopHoro
KofeKcy HoMeHknaTypu 6akTepiit (pemakuis 1990 poky).

6.66. KBanidikaTtop serovar

Bu3HayeHHA CeponoriyHe pisHomaHiTTA BMAiB (3a3BMYail nNpokapioTu4dHa), wWwo
XapaKTepU3yeTbCA CBOIMM aHTUMeHHWMU BNACTUBOCTAMU

dopmaT 060B’A3KOBOrO OOBiNbHUI TeKkCT

3HaYeHHsA (3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npouesyp)

Mpuknaau <INSDQualifier_value>0157:H7</INSDQualifier_value>

MpumiTkun BukopucTtoBy€eTbCA nuwe 3 Kkawdem ¢yHkuii "source";
bakTepionoriyHuim Kopekc peKOMeHAYE BUKOPUCTOBYBATWU TepMiH
'cepoBap' 3amicTb TepmiHy 'cepoTun' anA npokapioTiB; AuB.
JonoBHeHHA 10.B "BHyTpiwHboBMaoBi TepmiHu" MixHapoAHoro
KoAeKCY HOMeHKNnaTypu bakTepii (pepakuis 1990 poky).

6.67. KBanidikaTop sex
BU3HaYveHHsn CTaTb opraHismy, 3 skoro 6yno oTpumaHo nocnifoBHicTb; cTaTb

dopmaT 060B’ A3KOBOIO
3HaYeHHs

Mpuknaau

MpumiTkm

3aCTOCOBYETbCA A0 eyKapioTMYHMX opraHiamiB, sAki 3paTHi po
Mero3y i MawTb CcTaTeBO AMMOpPPHI rameTwu

ONOBiNbHUIA TeKCT
(3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npouesyp)

<INSDQualifier_value>female</INSDQualifier_value>
<INSDQualifier_value>male</INSDQualifier_value>
<INSDQualifier_value>hermaphrodite</INSDQualifier_value>
<INSDQualifier_value>unisexual</INSDQualifier_value>
<INSDQualifier_value>bisexual</INSDQualifier_value>
<INSDQualifier_value>asexual</INSDQualifier_value>
<INSDQualifier_value>monoecious</INSDQualifier_value>
<INSDQualifier_value>dioecious</INSDQualifier_value>

KBanipikaTtop "sex" mMae BukopucToByBaTUCb (3amicTb
kBanigikaTtopa "mating_type") AnAa 6araToOKNiTUHHUX TBapwH,
embpiopiTiB, 4YepBOHUX i Oypux BomopocTei; kBanidikaTop
"mating_type" mae BukopucToByBaTUCb (3amicTb kBanidikaTtopa
"sex") mns 6akTepii, apxeit i rpubie; Hi kBanipikaTop "sex",
Hi kBanidikaTop "mating_type" He mMawTb BMKOpPUCTOBYBaTUCA ANA
BipyciB; 3a mMexamMu TakCcOHiB, nepeniyeHux Buue, Mae
BMKOpUCTOBYBaTUCb KBanidpikatop "mating_type", 3a BuHATKOM,
AKWO 3Ha4yeHHA kKBanidikaTopa B3ATe i3 c/OBHMKA Yy nNpuknagax,
HaBeAeHUX Buwe
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6.68. KeanidikaTtop standard_name
Bu3HayeHHA 3aranbHonpuitHATa HasBa uUiei dyHkUiI
dopmaT 060B’A3KOBOrO AOBinbHUIA TekcT
3HaYeHHnA Lue 3Ha4YeHHA MOXe BMMaraTu nepeksagy AnA
HauioHanbHUX/perioHanbHUX npoueayp
Mpuknaam <INSDQualifier_value>dotted</INSDQualifier_value>
MpumiTkm KBanidikaTtop "standard_name" BMKOpPUCTOBYETbCA A/NS 3a3HAYEHHS
noBHOI Ha3BM reHa, a kBanidikaTtop "gene" - pnA 3a3HayeHHsA
cumBony reHa (y npuknagi, HaBefeHOMY BulUEe, 3HAYEHHAM
kBanipikaTtopa "gene" € "Dt").
6.69. KBanidikaTop strain
BU3Ha4veHHsA litam, 3 Aakoro 6yno oTpumaHoO MocAifgoBHicTb
dopmaT 060B’A3KOBOrO AOBinbHUIA TekcT
3HaYeHHA (3anexHo Bif MOBM: Le 3HaAYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npouesyp)
Mpuknaau <INSDQualifier_value>BALB/c</INSDQualifier_value>
MpumiTkm 3anucu QyHKUiA, wo BKAWYaWTb KBanipikaTtop “"strain", He
NOBMHH1 BKAW4aTu kBanidikatop "environmental_sample”
6.70. KeanidikaTtop sub_clone
Bu3HayeHHsA CybKknoH, 3 Akoro 6yso OTpMMaHO MOCNifOBHicTH
dopmaT 060B’ A3KOBOrO ONOBiNnbHUIA TeKCT
3HaYeHHA (3anexHo Bif MOBM: Le 3HAYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npoueayp)
Mpuknaam <INSDQualifier_value>lambda-hIL7.20g</INSDQualifier_value>
MpumiTkun OyHKuiAa "source" He MOBWHHA MicCTUTKU 6inbwe ofHOro
kBanidikatopa "sub_clone"; pnA nosHayeHHA TOro, wo
nocnipoBHicTe 6yn0 OTPUMAHO 3 MHOXMHM CYOKNOHiB, MHOXMHA
Ixepen moxe 6yTu [OAATKOBO OMWCAaHa, BUKOPUCTOBYHYU KIIHY
¢yHKUin "misc_feature" Ta kBanipikaTtop "note”
6.71. KeanidikaTtop sub_species
Bu3HayeHHs HasBa nipBuay opraHismy, 3 aAkoro 6yno oTpuMaHO NOCAifoOBHicTb

dopmaT 060B’ A3KOBOIO
3HaYeHHsn

Mpuknaau

[NOBiNnbHUIA TeKCT
(3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy AnA
HauioHanbHUX/perioHanbHUX npouenyp)

<INSDQualifier_value>lactis</INSDQualifier_value>
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6.72. KeanidikaTtop sub_strain
Bu3HayeHHs HasBa abo ipeHTudikaTop wTamy, MoAWPikoBAHOro reHeTU4HO abo
iHWMM YuHOM, 3 AKOro 6yno OTPMMaHO NOCNiAOBHiCTb; MOXOAUTH 3
6aTbkiBCcbkoro wrtamy (Mae 6yTu 3a3HavyeHo B kBanidikaTtopi
"strain"). CybwTam, 3 AKOro 6yno OoTpMMaHO NOCAiAOBHicTb
dopmaT 060B’A3KOBOrO LOBinbHUI TekcT
3HaYeHHnA (3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy AnA
HauioHanbHUX/perioHanbHUX npouesyp)
Mpuknaam <INSDQualifier_value>abis</INSDQualifier_value>
MpumiTkm MoBuHeH cynpoBoAxXyBaTucs kBanidikaTtopom "strain" y ¢yHkuii
"source"; AKWo 6aTbKiBCbKWI WTaM He 3a3HayeHo, MoaudikoBaHuUiI
WTam Mae b6yTu onucaHo B kBanidikaTtopi "strain", a He B
kBanidikatopi "substrain". Hanpuknag, Moxe 6yTu BKasaHo
kBanidikatop "strain" i3 3HaveHHAm "K-12" Ta kBanipikatop
"substrain" i3 3HaveHHAM "MG1655" abo x nuwe kBanidikaTop
"strain" i3 3HaveHHaM "MG1655"
6.73. KsanipikaTop tag_peptide
BU3Ha4veHHsA Jlokanizauia ocHoBuM, ska Koaye noninenTug AnAa Mapkepa
npoteonisy TMPHK i ioro TepmiHyw4ui KOAOH
dopmaT 060B’ A3KOBOIO <base_range>, pe y <base_range> BKa3yeTbCs nepwa Ta OCTaHHA
3Ha4YeHHA ocHoBM (po3pineHi pBoma Kpankamu) nokanisauii pns mapkepa
npoTteonisy
Mpuknaau <INSDQualifier_value>90..122</INSDQualifier_value>
MpumiTkun PekoMeHgOBaHO, W06 aMiHOKMCNOTHA MOCAifgoOBHiCcTb, AKa
BianoBipae kBanidikaTopy "tag_peptide", aHoTyBasnaca 4acTKOBOW
oyHKuiew "CDS" 5'-kiHus; Hanpuknag, Koaykwda nocnifoBHicTb 3
nokanisauiew <90..122
6.74. KBanidikaTop tissue_lib
Bu3HayeHHA bibnioTeka TKaHWH, 3 AKO1I 6y/s0 OTpUMMAHO NOCNifOBHicTb
dopmaT 060B’ A3KOBOIO ONOBiNnbHUIA TeKCT
3HaYeHHs (3anexHo Bif MOBM: Le 3HaYeHHA MOXe BUMaraTu nepeknagy And
HauioHanbHUX/perioHanbHUX npoueayp)
Mpuknaau <INSDQualifier_value>tissue library 772</INSDQualifier_value>
6.75. KBanidikaTop tissue_type
BU3HAYeHHs Tun TKaHWHM, 3 AKOI 6yN0 OTPUMaHO MOCNifoBHicTb

dopmaT 060B’A3KOBOro
3HAYeHHs

Mpuknaau

[OBinbHUIA TekcT
(3anexHo Bip MOBM: Le 3HaAYeHHA MOXe BMMaraTu nepeknagy Ans
HauioHanbHUX/perioHanbHUX npoueayp)

<INSDQualifier_value>liver</INSDQualifier_value>
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6.76.

KBanidikaTtop

Bu3Ha4eHHA

dopmaT 060B’A3KOBOrO

3Ha4YeHHA

Mpuknaan

MpumiTkm

transl_except

TpaHcnAUiHMIA BUHATOK: OAMH KOAOH, TpaHcnAuis AKoro He
BianoBifna€e reHeTu4yHoMy Koay, BM3HayeHoMy B KBanidikaTtopi
"organism" a6bo "transl_table"

(pos:location,aa:<amino_acid>), me "<amino_acid>" €
TpUOYKBEHUM CKOPOYEHHAM ANA aMiHOKMCNOTU, 3aKOAOBAHOI KOLOHOM
y nosnoxeHHi "base_range"

<INSDQualifier_value>(pos:213..215,aa:Trp)
</INSDQualifier_value>
<INSDQualifier_value>(pos:462..464,aa:0THER)
</INSDQualifier_value>
<INSDQualifier_value>(pos:1017,aa:TERM)
</INSDQualifier_value>
<INSDQualifier_value>(pos:2000..2001,aa:TERM)
</INSDQualifier_value>

AKWO aMiHOKMCNIOTa He € OAH1€EWw 3 MeBHUX aMiHOKWUCNOT, HaBeAeHuX
y nepeniky B Po3aini 3 uwboro JlogaTka, cnip BUKOpPUCTOBYBATH
3HayeHHAa "OTHER" sak "<amino_acid>" i Bka3yBaTu Ha3By
HeCTaHBApPTHOI amiHokucnoTu B KBanidikatopi "note"; ansa
MoAMPiKOBAHOrO aMiHOKMCNOTHOrO ceneHouucTelHy cnip
BUKOPUCTOBYBATU TpuUbykBeHe ckopo4deHHA 'Sec’' (opHobykBeHMit
cumBon 'U' B aMiHOKMCNOTHiN nocnipoBHocTi) Ak "<amino_acid>";
ona MoanMdikoBaHOro aMiHOKMCNIOTHOro nipponisuHy cnip
BUKOPUCTOBYBATU TpubykBeHe ckopodeHHs 'Pyl' (opHobykBeHMit
cumBon 'O' B amiHokMcnoTHiN nocnipoBHocTi) sk "<amino_acid>";
AN YAaCTKOBUX KiHUEBMX KOAOHiB, AKWO CTOM-KOAOH TAA
OOMOBHEHUN WNAXOM fofaBaHHAM 3anuvwkiB 3'A go MPHK, oaHe
3Ha4yeHHA "<base_position>" abo "<base_range>"
BUKOPUCTOBYETbLCA ANA Nnokanisauii (aue. TpeTin i 4deTBepTuit
npuknagu Buwe) y noe€eaHaHHi 3 kBanidikaTtopom "note", pe
3a3Ha4Ya€eTbCA HacTynHe: 'CTON-KOAOH, AOMOBHEHUN WAAXOM
nojfaBaHHA 3anuwkiB 3'A go MPHK'.

6.77.

KBanidikaTop

Bu3Ha4eHHA

dopmaT 060B’ A3KOBOIO
3HaYeHHsn

Mpuknaau

MpumiTkm

transl_table

Bu3HaYyeHHA BUMKOpPUCTOBYBaHOI Tabauui reHeTMYHOro Koady, AKUWO
BOHa He € yHiBepcasibHOW abo CTaHAapTHOW Tab/ivuew reHeTUYHOro
kogy. Tabnuui Ana BMKOPUCTaHHA HaBedeHO B LUbOMy [loaaTky.

<integer>, pe "<integer>" € Homepom npucBoeHol Tabnuui
reHeTUYHOro Koay

<INSDQualifier_value>3</INSDQualifier_value>

fikwo kBanidikaTtop "transl_table" He BMKOPUCTOBYETHLCHA ANA
[OLaTKOBOro onucy kiwda ¢yHkuii "CDS", To koayw4a
nocnifloBHicTb TpPaHCNWETLCSA 33 [LOMOMOroW CTaHAApPTHOro Koay
(TobTO YHiBepcanbHOro reHeTUYHOro Koay). BuHATKM 3
reHeTUYHOro Kody No3a MexXamMu BU3HAYeHUX Tabnuub HaBOAATHLCA B
kBanidikatopi "transl_except".

6.78.

KBanidikaTop

transl_splicing
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Bu3Ha4eHHA

dopmaT 3Ha4eHHA

Bka3ye Ha Te, WO eK30HM 3 ABOX Monekyn PHK nirywTtbca nipg 4ac
MixmonekynapHoi peakuii gns yTBopeHHs 3pinoi PHK

HeMae

MpumiTkm Ma€e BMKOpUCTOBYBATUCb ANA Takux OyHkuih ak CDS, mRNA Ta iHwmx
OYHKLiN, OTpUMaHUX yHacnipok TpaHc-cnaaWcuHra. Len
KBanipikaTop MOBUHEH BUKOPWUCTOBYBATUCb, JNlWeE AKWO CRAAAWNCUHT
yKa3aHuii B onepaTtopi "join", Hanpwuknag,
join(complement(69611..69724),139856..140087) B nokanisauii
oyHKLil

6.79. KBanidikaTtop translation

BU3Ha4veHHsA OngHObyKBeHe CKOpOYEeHHA Ha3BM amiHokucnoTHol nocnipoBHOCTI,
y3ATe i3 cTaHgapTHoro (abo yHiBepcanbHOro) reHeTUYHOro Koay
abo Tabnuui, sk 3a3HadeHo B kBanipikaTopi "transl _table" i Ak
BW3HA4YeHO BMHATKOM B kBanigikaTtopi "transl_except™

dopmaT 060B’ A3KOBOIrO 6e3nepepBHUA pAJOK OAHOOYKBEHUX CKOpOYeHb Ha3B aMiHOKMCAOT 3

3HaYeHHA Po3giny 3 uboro flomaTtka, "X" MOBMHEH BWMKOpPUCTOBYBAaTUCb A/A
AA-BUHATKIiB

Mpuknaau <INSDQualifier_value>MASTFPPWYRGCASTPSLKGLIMCTW</INSDQualifie
r_value>

MpumiTkun Mae BMKOpUCTOBYBATUCb Auwe 3 ¢yHkuiew "CDS"; noBuHeH
CynpoBoaxyBaTuca kBanipikatopom "protein_id", skwo npoaykT
TpaHcnAuil mictuTb 4oTupu abo 6inbwe cneumdiyvHo BU3Ha4YeH1
aMiHOKMCNOTU; BWU3HAYeHHA 1 micue po3TawyBaHHA Tabauub
reHeTUYHoro kogy MictaTbcA y 3anuci cTocoBHO kBanidikaTopa
"transl_table"; ans popatkoBoro onucy ¢yHkuii "CDS"
[ONYCKAETbCA BUKOPUCTAHHA Nuwe oAHOro 3 KBanipikaTtopis
"translation"”, "pseudo" i "pseudogene".

6.80. KeanidikaTtop variety
Bu3HayeHHA CopT (= varietas, o¢iuiiHuit paHr cuctemu JliHHeA) opraHismy, 3

dopmaT 060B’A3KOBOrO
3HAYeHHs

Mpuknaau

MpumiTkm

AKoro 6yno oTpMMaHO NOCNifoBHiCTb

OOBiNbHUIA TeKCT
(3anexHo Bip MOBM: Le 3HAYeHHA MOXe BMUMaraTu nepeknagy Ans
HauioHanbHUX/perioHanbHUX npoueayp)

<INSDQualifier_value>insularis</INSDQualifier_value>

KBanidikaTtop "cultivar" BUKOPUCTOBYETbLCA ANA KY/JbTUBOBAHUX
copTiB pocnuH, To6TO MpoAyKTiB wWTy4HOI cenekuii; iHwi copTw,
okpim copTiB pocnuH i rpubiB, MawTb onucyBaTUCA 3a AOMNOMOI OH
kBanidpikatopa "note", Hanpuknaa, i3 3HaveHHAM
<INSDQualifier_value>breed:Cukorova</INSDQualifier_value>
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PO34J/1 7: KNHOY1 dYHKLIW 418 AMIHOKMC/TIOTHUX NOC/IA0BHOCTEM

Lel po3ain mictutb nepenik 4onycTMMmUX KatodiB pyHKLIN 41 BUKOPUCTAHHA ANA aMiHOKUCIOTHUX

nocnigosHocTel. Kntoui GyHKLUiN HaBeaeHi B abeTKOBOMY MOPALAKY.

7.1. Knwy dyHKuii ACT_SITE
Bu3HayeHHs AMmiHokucnoTta (-u), 3anyyeHa (-i) Ao akTuMBHOCTi ¢epmeHTy
HeoboB 'a3koBi NOTE
kBanidpikaTtopm
MpumiTkm KOXHMIN aMiHOKMCNOTHWA 3anUWOK aKTUBHOroO calTa MOBUHEH 6yTwu
QHOTOBAHMI OKpeMO 3 BUKOPUCTAHHAM Kawda ¢yHkuii "ACT_SITE".
BignosiaHnit HOMep aMiHOKMCNOTHOrO 3anuWKy MOBUHEH 6yTw
BKA3aHUN AK AecKpunTop fokanisauii B enemeHTi nokanizsauiil
OYHKUiI.
7.2. Kntod ¢pyHkuil BINDING
BusHa4yeHHA 3B'A3yBanbHMIl CcalT pna b6yAb-AKol XximiyHoI rpynu
(kodpepMeHTHOI, npocTeTU4HOI Towo). XimiyHi BnacTuBOCTi rpynu
3a3HayvawTbcAa B kBanidikatopi "NOTE".
06oB' A3K0B1 NOTE
KBanidikatopu
NpumiTkm Mpuknagum 3HaveHb AnA kBanidikaTtopa "NOTE": "Heme (covalent)"
i "Chloride". flkwo MOXNMBO, CNif BUMKOPUCTOBYBATU Kyl
pyHKUiin "CA_BIND", "DNA_BIND", "METAL" Ta "NP_BIND", a He
"BINDING".
7.3. Kntoy pyHkuil CA_BIND
BusHayeHHA NpoTAXHicTb Kanbuii-3B'A3yBanbHOI AinAHKM
HeoboB ' Aa3KoB1 NOTE
KkBanipikaTtopu
7.4. Koy ¢yHKuil CARBOHYD

Bu3Ha4eHHA

060B 'A3KkoOBi
KkBanipikaTtopu

MpumiTkun

CalT rnikoswuwBaHHA

NOTE

Uei kw4 onucye KinbkicTb BMNaakiB npueaHaHHA raikaHy (MOHO-
abo nonicaxapuay) Ao 3anvwky 6inka. Tun 3B’a3ky (C-, N- abo
0-linked) 3 6inkom Bka3yeTbcA B kBanidikatopi "NOTE". fAkwo
Bigomo npvpoasy BifHOBMWOBAHOrO TepMiHaNbHOro UyKpy, KOro
CKOpPOYEHHS 3a3HAYaETbCA Y AyxKaX. AKWO nicna CKOpo4eHHA
CTOATb TpWU Kpanku, Ue BKA3y€E Ha MPOAOBXEHHS BYr/1€BOAHOMO
naHupra. I HaBnaku, BiAcyTHicTb Kpamok oO3Hava€, wWo
MOHOocaxapug € 3B'A3aHum. Tun 3B'asky (C-, N- abo O-linked) 3
6inkom BKasyeTbcA B KBanidpikaTtopi "NOTE". Mpuknagu 3HayeHb,
WO BUKOPUCTOBYWTbCA B KBanipikatopi "NOTE": N-linked
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(GlcNAc...); O-linked (GlcNAc); O-linked (Glc...); 4acTkoBO
C-linked (Man);0-linked (Ara...).

7.5. Knwy ¢yHKuil CHAIN
Bu3HayeHHs MpoTsxHicTb moninenTuaHoro naHuwra y 3pinomy 6inky.
HeoboB 'a3koBi NOTE
KkBanidikaTtopu
7.6. Knwy ¢yHKuil COILED
BusHa4yeHHA NpoTaxHicTe obnacTi cynepcnipani
Heobos ' Aa3KoB1 NOTE
KBanipikaTtopu
7.7. Kmoy ¢yHKuil COMPBIAS
Bu3Ha4eHHA MpoTAXHicTb KoMMo3uuiiHo 3miweHol obnacTi
HeoboB ' a3KoBi NOTE
KBanipikaTopu
7.8. Kntoy pyHkuil CONFLICT
Bu3HayeHHA B pi3Hux pxepenax noBiAomnA€eTbCA Npo pi3Hi nocnipoBHOCTI.
HeoboB 'Aa3koBi NOTE
KBanidikatopu
MpumiTkun Mpuknagn 3HaveHb gnA kBanidikatopa "NOTE": Missing; K -> Q;
GSDSE -> RIRLR; V ->A.
7.9. Kntoy pyHkuil CROSSLNK

Bu3Ha4eHHA

060B 'A3KoBi
KkBanipikaTtopu

MpumiTkm

MocT-TpaHcnAuiHo cdopmoBaHi amiHOKMCNOTHiI 3B'A3KM.

NOTE

KoBaneHTHi 3B'A3kM pi3Hux TuNiB, yTBOpeHi mix ABoma 6inkamu
(mixnaHuwrosi nonepeyHi 3B'A3ku) abo Mix ABOMa YacTUHaMK
opgHoro 6inka (mixnaHuwroBi nonepeyHi 3B'A3kKM); okpim
nonepeyHux 3B'A3KiB, yTBOpeHUX AucynbdiAHMMM 3B'sA3Kamu, AN
AKWX MOBUHEH BUKOPUCTOBYBATUCb K4 ¢yHkuii "DISULFID". [nA
MiXnaHUKWroBOoro nonepeyHoro 3B'A3KYy, AecKpunTopom nokanisauyiil
B enemeHTi nokanisauil ¢yHKuii € Homep 3anuwky amiHokucnoTw,
nonepeyHo 3B'A3aHOI 3 iHwuM 6inkom. [na MixnaHUwroBoro
nonepeyHoro 3B'A3KYy, AecKpunTopom nokanisauil B enemeHTi
nokanisauil ¢yHkuii € Homepu 3anuwkiB nonepeyvyHo 3B'A3aHUX
amiHokucnoT y ¢opmaTti “x..y”, Hanpuknap “42..50”.
KBanipikaTop "NOTE" BKasye Ha mpupoay nonepeyHoro 3B'A3KY;
3a3Ha4Ya€eTbCA MpUHAWMHLI Ha3Ba KoH'Wwrata i Has3BM ABOX 3anyyeHux
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amiHokucnoT. Mpuknagn 3HayveHb KBanidikaTopa "NOTE":
"Isoglutamyl cysteine thioester (Cys-Gln);" "Beta-
methyllanthionine (Cys-Thr);" and "Glycyl lysine isopeptide
(Lys-Gly) (interchain with G-Cter in ubiquitin)".

7.10. Knwy ¢yHKuil DISULFID
Bu3HayeHHA OncynbdipHuii 3B'A30K
HeoboB ' a3KoBi NOTE
06oB' A3Kk0Bi
KBanidikaTtopmu
MpumiTkun OnAa mixnaHuwroBoro auvcynbdigHoro 3B'A3Ky, AECKPUMNTOPOM
nokanisauyii B enemeHTi nokanizauii ¢yHKUil € HOMep 3anuwky
unMcTeiHy, 3B's3aHoro 3 iHwum 6inkom. [na MixnaHuwrosoro
nonepeyHoro 3B'A3KYy, AeCKpunTopamu nokanisauii B enemeHTi
nokanisauii ¢yHkuii € Homepu 3anuwKiB 3B'A3aHMX UKUCTEIHiB y
dopmaTi “x..y”, Hanpuknag “42..50”.0nA MixnaHuoroBux
ancynbdigHux 3B'A3kiB, kBanipikaTtop "NOTE" BKasye Ha npupony
nonepeyHoro 3B'A3Ky, ipeHTudikywun iHwmin 6inok, Hanmpuknapg
"MixnaHuworouit 3B's3ok (Mix naHuwramu A i B).
7.11. Kmoy ¢yHKuil DNA_BIND
BusHa4yeHHA NpotaxHicTe AHK-3B'A3yBanbHOI AinAHKM
06oB' A3K0B1 NOTE
KkBanipikaTtopu
MpumiTkun Mpupopa [HK-3B'sA3yBanbHOI AinAHKWM 3a3HA4Ya€eTbCA B
kBanipikaTopi "NOTE". Mpuxknagau 3Ha4veHb AnA kBanidikaTtopa
"NOTE": "Homebox" i "Myb 2".
7.12. Kmoy ¢yHKuil DOMAIN
BU3Ha4veHHsA MpoTAXHiCcTb AOMeHy, WO BM3HAYaETbCA AK MeBHa KoMmbiHauisn
BTOPUHHUX CTPYKTYp, YMNOPAAKOBAHUX Yy XapaKTepHin TpuBumipHii
CcTpykTypi abo yknagui.
0608 'A3K0OBi1 NOTE
KBanipikaTtopu
MpumiTkun Tun gomeHy 3a3Ha4vaeTbcA B KkBanidikaTtopi "NOTE". 3a HasBHOCT1
Aekinbkox Konii AomeHy, AOMeHW HyMepywTbcCs. MpuUKNaauM 3HayeHb
ans kBanigpikatopa "NOTE": "Ras-GAP" i "Cadherin 1".
7.13. Koy ¢yHKuil HELIX

Bu3Ha4eHHA

HeoboB 's3koBi
KBanidikatopu

BTopuHHa cTpykTypa: Helices, Hanpuknag Alpha-helix; 3(10)
helix; abo Pi-helix

NOTE
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MpumiTkm

Ua ¢yHKUiAa BUKOpUCTOBYETbHCA nuwe ana 6inkis 3 Bigomow
TPETUHHOW CTPYKTYpoW. 3a3Ha4vawTbCA Avwe Tpu TUNU BTOPUHHOIL
CTpyKTypu: cnipani (kmwoy "HELIX"), 6eTa-naHuworu (Kawy
"STRAND") i noBopoTu (kw4 "TURN"). 3anuuwku, He 3a3Ha4vyeHi B
ogHoMy i3 uux KnaciB, 3HaxoAATbCA Yy CTpykTypi "BunagkoBol
cnipani" a6bo "netni".

7.14. Knwoy ¢pyHKuUil INIT_MET
Bu3Ha4eHHA IHiyiwBanbHUM MeTioHiH
HeoboB ' a3KoBi1 NOTE
KBanidikaTtopmu
MpumiTkun Jeckpuntopom nokanisauil B enemeHTi nokanisauil ¢yHkuii €
"1". Uenh knwy ¢yHkuil Bkalye Ha BigwenneHHA N-KiHueBoro
MeTioHiHy. UA dyHKUiA He BUMKOpPUCTOBYETbCA, AKWO iHiuiwBanbHWi
MeTioHiH He BipwennweTbcA.
7.15. Kmoy ¢yHKuil INTRAMEM
BU3Ha4veHHsA NpoTaxHicTb obnacTi, Aka po3TawoBaHa y MembpaHi i He BUXOAUTb
3a 11 mexi
HeoboB ' a3KoBi NOTE
KBanidikatopu
7.16. Kntoy pyHkuil LIPID
BU3Ha4veHHsA KoBaneHTHe 3B'A3yBaHHA NinigHoro KomnoHeHTa
06oB ' A3K0B1 NOTE
KBanidikatopu
MpumiTkm XimiyHa npupopa 3B'A3aHOro NiniAHOro KOMMOHEHTa HaBOAATLCA B
kBanidikatopi "NOTE", pe npuHalMMHi 3a3Ha4yaeTbCA Ha3Ba
ninigoBaHol amiHokucnoTu. Mpuknagu 3HayeHb kKBanipikaTopa
"NOTE": "N-myristoyl glycine"; "GPI-anchor amidated serine"
Ta "S-diacylglycerol cysteine".
7.17. Knwoy ¢yHKuil METAL
Bu3HayeHHA CainT 3B'A3yBaHHA ANA 1ioHa meTany
06oB' A3K0Bi NOTE
KBanidikatopu
MpumiTkm B kBanidikaTtopi "NOTE" 3a3HavaeTbcA npupopa meTany. lMpuknaau
3HayeHb KkBanidikaTopa "NOTE": "Iron(heme axial ligand)"; " i
"Copper".
7.18. Kmoy ¢yHKuil MOD_RES
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Bu3Ha4eHHA

060B 'A3KoBi
KBanidikaTtopu

MpumiTkm

MocT-TpaHcnAuiHa moamdpikauia 3anuwky

NOTE

XimiyHa npupopa MogupikoBaHOro 3anuwKy HaBOAUTLCA B
kBanidikatopi "NOTE" i3 3a3Ha4yeHHAM MNpMHAWUMHL Ha3BM NOCT-
TpaHcaauiiHo MoandikoBaHol amiHokucnoTu. fAkwo moaudikoBaHa
KMcnoTa 3a3HayveHa y Po3gini 4 uboro fopjaTka, 3amMicTb MoBHOI
Ha3BM MOXe BUKOPUCTOBYBATUCb CKOpoYeHa. lpuknaau 3HayeHb AnA
kBanidpikartopa "NOTE": "N-acetylalanine"; "3-Hyp"; i "MelLys"
abo "N-6-methyllysine".

7.19. Kmoy ¢yHKuil MOTIF
Bu3HayeHHA KopoTkuin (fo 20-u amiHokucnoTt) 6ionorivyHo pgocnipxyBaHuit MoTuB
nocnipoBHocTi.
HeoboB ' a3KoBi NOTE
KBanidikatopu
7.20. Kntod ¢pyHkuil MUTAGEN
BU3Ha4veHHsA CaiiT, 3MiHEeHMIn eKkCnepuUMeHTaNbHUM WASXOM MyTareHesy
HeoboB ' a3KoBi NOTE
KBanidikatopu
7.21. Kntoy pyHkuil NON_STD
BnW3HayeHHA HecTtaHgapTHa amiHokucnoTa
HeoboB ' a3KoB1 NOTE
KBanipikaTtopu
MpumiTkm LUei kw4 onucye KinbkicTb HeCcTaHAApTHUX amiHOKUCNOT
ceneHouncteiny (U) Ta nipponisuHy (0O) B amiHOKMCNOTHiW
nocniposHocTi.
7.22. Kmoy ¢yHKuil NON_TER
BusHayeHHA 3anuwok HanpukiHui nocnipoBHocTi He € kiHueBMM (TepMiHanbHUM)
HeoboB 'a3koBi NOTE
KkBanipikaTtopu
MpumiTkm AKWO Ue CTOCYETbCA MONOXEHHA 1, TO neple MNonoxXeHHA He € N-
KiHuem yciel monekynu. fIKWO uUe CTOCYETbCA OCTAHHLOIO
MOJIOXEHHA, TO Le MOJMIOXeHHA He € C-KiHuem yciei monekynu.
7.23. Knwy ¢yHKuil NP_BIND

Bu3Ha4eHHA

MpoTAXHiCTb AinAHKM 3B'A3yBaHHA HykneoTuadocdaTy
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06oB ' A3K0Bi NOTE
KBanidikaTtopmu
MpumiTkm BnactuBocTi HykneoTuadocdaTy 3a3HavawTbCs B KBanipikatopi
"NOTE". Mpuknagu 3HayeHb Ans kBanidikaTtopa "NOTE": "ATP" i
"FAD".
7.24. Knwy ¢yHKuil PEPTIDE
BU3Ha4veHHA MNpoTAXHiCcTb BMBiNbHEHOro akTMBHOrO nenTuay
HeoboB ' a3KoBi NOTE
KBanidikaTtopu
7.25. Kntod ¢pyHkuil PROPEP
Bn3HaveHHA MpoTAxHicTb nponenTuay
Heobos ' Aa3KoB1 NOTE
KBanipikaTtopu
7.26. Kmoy ¢yHKuil REGION
BusHa4yeHHA NpoTAxHicTe AocnipHol AinAHKM y nocnipoBHOCT1
HeoboB 'a3koBi NOTE
KkBanipikaTtopu
7.27. Kntoy ¢pyHkuil REPEAT
Bu3HayeHHA MpoTAXHICTE BHYTPiWHLOro NOBTOPEHHA MNOCAifOBHOCTL
HeoboB 'Aa3koBi NOTE
KBanidikatopu
7.28. Kntoy pyHkuil SIGNAL
BM3HayeHHA NpoTaxHicTe curHanbHol nocniposHocTi (nmpenenTugy)
HeoboB ' a3KoB1 NOTE
KkBanipikaTtopu
7.29. Koy ¢yHKuil SITE

Bu3Ha4eHHA

060B 'A3KkoOBi
KkBanidikaTtopu

Byab-AKuiA jocnipgHWii aMiHOKMCNOTHUMIA cailT y nmocnipoBHocTi, He
BW3HaYeHUW iHwuM kndem ¢yHkuUii. BiH Takox moxe
3acTOCOBYBaTUCA A0 aMiHOKMC/IOTHOro 3B'A3Ky, NpeAcTaB/leHOro
MONOXEHHAMU ABOX aMiHOKMCAOT, WO ¢naHKywTb

NOTE
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MpumiTkm

AKwo kawd GyHkuii “"SITE" BMKOPUCTOBYETLCA ANIA @aHOTYBaHHA
mogndikoBaHOI aMiHOKMCNOTU, 3HayYeHHSM kBanidpikaTopa "NOTE"
NMoBWHHe 6yTM ofHe i3 cKopoYeHb, HaBeaeHux y Po3gini 4 uboro
Jopatka, abo noBHa, Heckopo4eHa Ha3Ba MoaudpikoBaHOI
amiHokucnoTu.

7.30. Knwoy ¢pyHKuil SOURCE
BU3Ha4veHHsA IneHTUdiky€e mxepeno nocnifoBHOCTi; uUel kWY € 060B'A3KOBUM;
KOXHa NocnifoBHicTb MOBMHHA MaTu ogHy oyHkuikw "SOURCE", wo
OXOMJIE BCH NOCAigoBHicTb
060B 'A3KoBi MOL_TYPE
KBanidpikaTtopm ORGANISM
HeoboB ' a3KoBi NOTE
KBanidikatopu
7.31. Kntod ¢pyHkuil STRAND
BU3Ha4veHHsA BTopuHHa cTpykTypa: 6eTa-naHuwr, Hanpuknag 6eTa-naHuwr 3
BOAHEBMM 3B'fA3KOM abo 3asuwok B i3onboBaHoMmy 6eTa-micTky
HeoboB ' a3KoBi NOTE
KBanidikatopu
MpumiTkun LUa ¢yHkUiAa 3acTOCOBYETHCA nuwe Ao 6inkiB 3 Bipomow TpeTUHHOW
CTPYKTYpoOl. 3a3Ha4vyawTbCA fvwe Tpu TUNU BTOPUHHOI CTpyKTypw:
cnipani (knwy "HELIX"), 6eTa-naHuworn (kawd "STRAND") i
nosopotu (kw4 "TURN"). 3anuvwuku, He 3a3HayeHi B ogHoMy i3 umx
Knacie, 3HaxopaAaTbcA y cTpykTypi "BunagkoBoi cnipani" abo
"netni".
7.32. Kmoy ¢yHKuil TOPO_DOM
BuW3Ha4eHHA TononoriyHuii gomeH
HeoboB 'a3koBi NOTE
KBanidikatopu
7.33. Knwoy ¢yHKuil TRANSMEM
BM3HayeHHA MpoTAXHiCTb TpaHcMeMbpaHHOI obnacTi
HeoboB 'sa3koBi NOTE
KBanidikatopu
7.34. Koy ¢yHKuil TRANSIT

Bu3Ha4eHHA

HeoboB 's3koBi

NpoTAxHicTb TpaH3uTHoro nenTtuay (MmiToxoHapii, xsoponnacTy,
Tunakoigy, uiaHenu, nepokcucomu ToWoO)

NOTE
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KBanidikaTtopmu

7.35. Knwy ¢yHKuil TURN
BU3Ha4veHHsA NeTni BTOPWMHHOI CTPYKTypu, Hanpuknag netna 3 H-3B'A3kom (3-
netna, 4-netna abo 5-neTna)
HeoboB 'a3koBi NOTE
KkBanidikaTtopu
MpumiTkm Ua ¢yHkuia 3acToCOoBY€ETbCA nuwe Ao 6inkis 3 Bigomow TpeTUHHOW
CTPYKTYpoOl. 3a3Ha4vyawTbCA Jvwe Tpu TUNU BTOPUHHOL CTpyKTypw:
cnipani (kswy "HELIX"), 6eTa-naHuworn (kawd "STRAND") i
nosopotn (kw4 "TURN"). 3anuuku, He 3a3HayeHi B ogHoMy i3 umx
Knacie, 3HaxopgAaTbcA y cTpykTypi "BunagkoBoi cnipani" abo
"netni".
7.36. Kntod ¢pyHkuil UNSURE
BusHayeHHA HeBusHayveHocTi B nocnipgoBHoOCTi
HeoboB ' a3KoBi NOTE
KBanidikatopu
MpumiTkm BUKOpPUCTOBYETBCA ANA OnNuCy AinAHkM (-0K) amiHokucnoTHoi
nocnifoBHocTi, wono npeacTaBneHHA AKoI (-uUX) aBTopW He
BMeBHEeH1.
7.37. Kntoy pyHkuil VARIANT
Bu3HayeHHA ABTOpKM noBifomMnAWTb MpO iCHyBaHHA BapiaHTiB nocnipoBHOCTI.
HeoboB ' a3KoB1 NOTE
KBanipikaTtopu
7.38. Knwy ¢pyHKuil VAR_SEQ
BusHayeHHA Onuc BapiaHTiB mocnifoBHOCTi, OTPUMMAHMX WNAXOM
aNbTEepHAaTUBHOTrO CMJIANCUHTY, BUKOPUCTAHHAM aJibTEPHATUBHOIO
npomoyTepa, anbTepHaTuBHOI iHiuiauii Ta pubocomHoro
dpeiMmumndTuHry .
HeoboB ' a3KoB1 NOTE
KkBanipikaTtopu
7.39. Koy ¢yHKuil ZN_FING

Bu3Ha4eHHA

060B ' s3K0Bi
KkBanipikaTtopu

MpumiTkm

MpoTsxHicTb AinsHku "umHkoBi nanbui”

NOTE

Tun "uUMHKOBMX Nanb4MkiB" BkKa3lyeTbcA B kBanidpikatopi "NOTE".
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Hanpuknag: "GATA-type" i "NR C4-type".
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PO3A//1 8: KBANIGIKATOPU A1 AMIHOKUCNOTHUX NOCNIA0BHOCTEN

Leit po3ain mictutb nepenik A4onycTmmmx KBanidikatopis AnA BUKOPUCTAHHSA 419 aMiHOKUC/IOTHUX
nocnifoBHOCTEN.

AKWO dopmaT 3HaYEHHA — Ue AO0BINIbHUIN TEKCT, AKUIN BU3HAYAETHCA AK 3a/1€XKHUIN Big MOBWU, Cif
BMKOPWUCTOBYBATM OAMNH 3 HACTYMHUX €/IEMEHTIB:

1) enemeHT INSDQualifier value; abo
2) enemeHT NonEnglishQualifier value; abo
3) O6MABaeneMEHTMINSDQualifier_valueTaNonEnglishQualifier_value

AKWO dopmaT 3HAYEHHS — Le WOCh iHWe, HiXX “none”, ane BU3HAYEHWUIN AK 3aNeXHUN Big MOBM
[AOBINIbHNIN TEKCT, TO NOBUHEH BUKOPWUCTOBYBATUCb eeMeHT INSDQualifier value, @ €NemMeHT
NonEnglishQualifier value HE NOBMHEH BUKOPUCTOBYBATUCHL

cnig, 3AYBAXKUTU, LWO: byab-aKke 3HavyeHHs KBanidikatopa ana KBanidikatopa 3 dopmaTom
3HAYEHHA "[OBINIbHUIA TEKCT" MoXKe NoTpebyBaTW nepeKknagy ANa HauioHanbHWUX/perioHanbHUX
npoueayp. Keanidikatopn, HaBedeHi B HACTYMHIN Tabnuui, BBarKalOTbCA TaKMMM, WO MaKOTb
3HAYEHHA 3a/1eXKHOrO BiZ, MOBW A0BINILHOIO TEKCTY:

Tabnnus 6: CNMCcoK 3HaYyeHb KBanidikaTopiB ANA aMiHOKUCAOTHUX NMOCNIA0BHOCTEN i3 3aneXHMMMU
Bi, MOBM 3HAYEHHAMM OBINBHOIO TEKCTY

Cekuis 3HA4YeHHA 3a71EXHOr0 Big, MOBW A0BINILHOIO TEKCTY
8.2 NOTE
8.3 ORGANISM
8.1. KeanidikaTtop MOL_TYPE
BuW3Ha4eHHA Tun mMonekyn nocnipgosHocTi in vivo
dopmaT 060B’ A3KOBOIO 6inok
3HaYeHHs
Mpuknan <INSDQualifier_value>protein</INSDQualifier_value>
MpumiTkun Keanidpikatop "MOL_TYPE" € o060B'A3koBUM AnAa kawda ¢yHKuUiI
"SOURCE".
8.2. KBanidikaTop NOTE
BusHayeHHA Byab-aki npumiTtku abo popaTkoBa iHpopmauis
dopmaT 060B’A3KOBOrO [OBinbHUIA TekcT
3HaYeHHsA (3anexHo Bip MOBM: Le 3HaYeHHA MOXe BMMaraTu nepeknagy Ans
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HauioHanbHUX/perioHanbHUX npouesyp)

Mpuknaa <INSDQualifier_value>Heme (covalent)</INSDQualifier_value>
MpumiTkm Keanidpikatop "NOTE" € 060B'A3KOBMM ANA TakuUX KAWYiB ¢yHKUii:
BINDING; CARBOHYD; CROSSLNK; DISULFID; DNA BIND; DOMAIN;
LIPID; METAL; MOD_RES; NP_BIND i ZN_FING.
8.3. KeanidikaTtop ORGANISM
Bn3Ha4veHHA HaykoBa Ha3Ba opraHismy, 3 AKOro OTpPUMaHO MenTug

dopmaT 060B’A3KOBOroO
3HaYeHHA

Mpuknagn

MpumiTkm

[OOBiNbHUIA TeKkCT
(3anexHo Bip mMoOBM: Le 3HaAYeHHA MOXe BUMaraTu nepeknagy Ans
HauioHanbHux/perioHanbHUX npoueayp)

<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

KBanipikaTop "ORGANISM" € 060B'A3KOBUM AnAa kaw4da GyHKULI
"SOURCE".
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PO3411 9: TABINUI TEHETUHHOIO KOAY

Y Tabnuui 7 HaBeaeHO reHeTUYHi Kogu AnA TpaHCAAuii KoAyrunxX MocaigoBHOCTEN. 3HaYEHHAM
KBanidikatopa trans table € HOMeEpP, MPUCBOEHNN BiANOBIAHIN TabauLi reHeTUYHMUX KogiB. AKLWO
dyHKuia "CDS" onucyetbeca KBanidpikaTopom TpaHCAALji, @ He KBaNiPikaTopom transl table, ANA
TpaHcauii cnhig BukopuctosysaTu Tabaumuto "1 — Standard Code". (MpumiTka: Tabanub reHeTUYHOTO
Koay 7, 8, 15i 17-20 He icHye, TOMy Lii HOMepW BiacyTHi y Tabauui 7).

Tabnunuya 7: Tabnumui reHeTUYHOTrO Koay

1 — CraHaapTHUIA KOg,

AAs = FFLLSSSSYY**CC*WLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
Mo4vaTok = -=-M--m - - M--mmm e - Mommm e
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggeeggeegeseesegss
OcHoBa2 = ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

2 — MiToxoHApianbHMi1 Kog, xpebeTHUX

AAs = FFLLSSSSYY**CCWWLLLLPPPPHHQQRRRRIIMMTTTTNNKKSS**VVVVAAAADDEEGGGG
Mo4aTok = e mmm oo MMMM- - = === === M---mm e - -
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggeeggeesgeseesegss
OcHoBa2 = ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

3 — MiToxoHApianbHUi1 Kog, ApiKAXKIB

AAs = FFLLSSSSYY**CCWWTTTTPPPPHHQQRRRRIIMMTTTTNNKKSSRRVVVVAAAADDEEGGGG
lo4aTOK =  ==----mmmmmmmmmm e emmmm e oo MM--------------- M-----------
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggegsgseeeseeLess
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

4 — MiToxoHApianbHU KoA NNICHABM, HAUNPOCTILLMX, KULLKOBOMOPOXKHUHHUX Ta KOA,

mikonnasmu/cniponnasmu

AAs = FFLLSSSSYY**CCWWLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
Mo4vaTok = --MM------mmmmm - M----mmmmem o= MMMM=- - = === === === - - M---mmmmmm o=
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggegsgseeesSseeLess
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 =  tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

5 — MitoxoHapianbHMit Koa, 6e3xpebeTHUX

AAs = FFLLSSSSYY**CCWWLLLLPPPPHHQQRRRRIIMMTTTTNNKKSSSSVVVVAAAADDEEGGGG
Mo4vaTok = il il MMMM=- - = === == === - - M--mmmmee o
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggeesgseesSseeesess
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 =  tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

6 — fApepHunii Kop, iHdy30piii, Aa3UKNA[UNBHUX Ta reKCaMiTiB

AAs = FFLLSSSSYYQQCC*WLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
Mo4vaTok S e e e mmooomo- oo Mommm e e o
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggggegeeeessssss
OcHoBa2 = ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
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OcHoBa3 =  tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag
9 — MiToXOHApiaNbHUIT KOZ FONKOLLKIPUX Ta NNOCKUX YepBiB

AAs = FFLLSSSSYY**CCWWLLLLPPPPHHQQRRRRIIIMTTTTNNNKSSSSVVVVAAAADDEEGGGG
Mo4vaTok S M-----mm e M-------e----
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggeesgees8seeesss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 =  tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

10 - ApepHuii Kog eynaoTtug,

AAs = FFLLSSSSYY**CCCWLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
lo4aToK =  =-------mmmmmmmm e M--mmmm e -
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggeesgees8seeesss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

11 - Kop, 6aKTepiit, apxei Ta pOCIMHHUX NAACTUL,

AAs =  FFLLSSSSYY**CC*WLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
MoyaTok = --M--- - M------------ MMMM--------------- M------------
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggggegeeeessssss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

12 — AnbTepHaTUBHUI AAEPHUN KOA APiXKAXKIB

AAs =  FFLLSSSSYY**CC*WLLLSPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
MloyaTok =  -------------mmmo-- M- - - M--mmmm e -
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggggggeeeesessss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

13 — MiToxoHApianbHUK Kog acumpaii

AAs = FFLLSSSSYY**CCWWLLLLPPPPHHQQRRRRIIMMTTTTNNKKSSGGVVVVAAAADDEEGGGG
Mo4vaTok = il M MM-=---mmmmm e e M---mmmmmm o=
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggggggeeeesessss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

14 — AnbTepHaTUBHMUIA MITOXOHAPIANbHUIA KOA NIOCKUX YepBiB

AAs = FFLLSSSSYYY*CCWWLLLLPPPPHHQQRRRRIIIMTTTTNNNKSSSSVVVVAAAADDEEGGGG
Mo4vaTok S M-mmmm e -
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggggegeeeessssss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 =  tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag
Mo4aTok CE e D LR Mommm e
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggeesgsees8seeesess
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

16 — MiToxoHapianbHUi Kog xnopodiuieBux

AAs = FFLLSSSSYY*LCC*WLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
Mo4aTok CE e D LR Mommm e
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggegsgsees8seeesess
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
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OcHoBa3 =  tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag
21 — MitoxoHAapianbHUI KOA TpemaTtogs,

AAs = FFLLSSSSYY**CCWWLLLLPPPPHHQQRRRRIIMMTTTTNNNKSSSSVVVVAAAADDEEGGGG
Mo4vaTok S M-----mm e M-------e----
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggeesgees8seeesss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 =  tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

22 —MitoxoHApianbHMii Koa Scenedesmus obliquus

AAs = FFLLSS*SYY*LCC*WLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
Mo4vaTok S M---mmm e -
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggeesgees8seeesss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

23 —MitoxoHapianbHMii Kog Thraustochytrium

AAs = FF*LSSSSYY**CC*WLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
Mo4vaTok S M--M----------""--- M------eem -
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggeegeeseseeesss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

24 — MiToxoHApiaibHUIA Kog, nepucto3sbepHux

AAs = FFLLSSSSYY**CCWWLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSSKVVVVAAAADDEEGGGG
MoyaTok = --M--- - M- - - M- - - M------------
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggggggeeeesessss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

25 — Kanguaar Bigginy SR1 ta Kog Glacilibacteria

AAs = FFLLSSSSYY**CCGWLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
Mo4vaTok = i M-mmmmmmm e - M -----eme e
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggggggeeeesessss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

26 - ApaepHui Koa Pachysolen tannophilus

AAs = FFLLSSSSYY**CC*WLLLAPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
Mo4vaTok = mmmmmmmmmmmmm—m---o M--mmmmmm e - M-mmmm e -
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggggegeeeessssss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 =  tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

27 - ApepHui Kog Karyorelict

AAs = FFLLSSSSYYQQCCWWLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
MoYaToK =  ==------------ B T T Mmoo e e e
OcHoBal = ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggggegeeeessssss
OcHoBa2 =  ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
OcHoBa3 =  tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

28 - ApepHUiA KO KOHAWUNOCTOM

AAs = FFLLSSSSYYQQCCW WLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG

MloyaToK =  -=--------- R e E L LT T T R T
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OcHoBal

ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggegeeeeeeeeess

OcHoBa2

ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggsg

OcHoBa3

tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

29 - ApepHuit Koa Mesodinium

AAs

FFLLSSSSYYYYCC*WLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG

No4aTok

___________________________________ Mo s e e mm e m e e

OcHoBal

ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggegeeeeeeeeess

OcHoBa2

ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggsg

OcHoBa3

tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

30 - AaepHUiA Koa NnepuTpUxis

AAs

FFLLSSSSYYEECC*WLLLAPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGGWLLLLPP

PPHHQQRR RRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG

MNo4aToK

___________________________________ Mo m e e e e e o

OcHoBal

ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggeeggeegeeeesgss

OcHoBa2

ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg

OcHoBa3

tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

31 - AaepHui Kog Blastocrithidia

AAs

FFLLSSSSYYEECCWWLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG

MNo4aTokK

OcHoBal

ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaaggeeggeegeseesegss

OcHoBa2

ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg

OcHoBa3

tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

33 - MitoxoHgpianbHuit Kog UAA-Tyr Cephalodiscidae

AAs

FFLLSSSSYYY*CCWWLLLLPPPPHHQQRRRRIIIMTTTTNNKKSSSKVVVVAAAADDEEGGGG

No4aTokK

R Y Femmmne e e T

OcHoBal

ttttttttttttttttccccccccccccccccaaaaaaaaaaaaaaaagggegsgseeeseeeess

OcHoBa2

ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg

OcHoBa3

tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

[AoaaToK |l HaBeaeHo aani]
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